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NTDB id 1028 TT RS08215 WP 011173991.1 SEIAKE.........F....AKKQAEEEVPSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRP 547
NTDB id 1366 NTHI RS01950 WP 011271972.1 VEEQ.........VKF........YQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQP 162
NTDB id 1355 HI 0298 AAC21962.1 VEEQ.........VKF........YQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQP 162
NTDB id 36691 WQG RS04715 WP 015432350.1 AIDF.........DEFQT....LHIDEQTFSDGLDFNDPIIRTLDNLFKFCLQKNASDIHIEPHKQHLMIRLRIDGVLQL 161
NTDB id 1384 A4U84 RS08525 WP 010787006.1 IYEE.........SEL.......AFVEQE.QEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHL 157
NTDB id 1468 ASU2 RS05090 WP 014991734.1 LYEE.........TEL.......NYQSPDNLDLLNQNDPIIQILDNLFKFCLKQNASDIHFEPQKEKLQIRLRIDGVLHI 157
NTDB id 1436 BW25113 RS00530 WP 001025145.1 ......................SRTQQTLPVAVQEKHQPKAELLTRTLQSALEQRASDIHIEPADNAYRIRLRIDGVLHP 121
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GAANQGK..EISQDELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVE 222
NTDB id 1293 VP RS12240 WP 005479695.1 HEKSGLK..EINQEELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIE 222
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QEKSGLK..EINQDELAGLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIE 222
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QGLSEYVEDSGDLEGLEISAD.DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHE 231
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FNFDTE...ELD...LDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRL 226
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NTDB id 1028 TT RS08215 WP 011173991.1 YSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGA.IDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFA 626
NTDB id 1366 NTHI RS01950 WP 011271972.1 QPLISKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFAELGMT 242
NTDB id 1355 HI 0298 AAC21962.1 QPLISKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFSELGMT 242
NTDB id 36691 WQG RS04715 WP 015432350.1 YKTLPTHFSSRLLSRLKLLAKLDISENRLPQDGQFSFTTELNEILDFRVSTLPVQYGEKMVLRLQKNKPTHLDFLSLGFT 241
NTDB id 1384 A4U84 RS08525 WP 010787006.1 YKSLSIQLASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFN 237
NTDB id 1468 ASU2 RS05090 WP 014991734.1 YKSLSFSLANRIITRLKLLAKLDISETRLPQDGQFNFKTVTAETLDFRVSSLPTSFGEKIVLRLQKNKPTHFDFLELGFS 237
NTDB id 1436 BW25113 RS00530 WP 001025145.1 LPDVSPDAGVALTARLKVLGNLDIAEHRLPQDGQFTVELAG.NAVSFRIATLPCRGGEKVVLRLLQQVGQALDVNTLGMQ 200
NTDB id 1168 A1552VC RS11070 WP 000957200.1 TQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSRDTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYN 302
NTDB id 1293 VP RS12240 WP 005479695.1 TQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYS 302
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYS 302
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISKSRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFN 311
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSKSKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYE 306
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSKSKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYE 306
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NTDB id 1028 TT RS08215 WP 011173991.1 PGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAF 706
NTDB id 1366 NTHI RS01950 WP 011271972.1 ENQQQAFQRSLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAF 322
NTDB id 1355 HI 0298 AAC21962.1 ENQQQAFQRVLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFNRLLRTF 322
NTDB id 36691 WQG RS04715 WP 015432350.1 QAQQEKLLNALKQPQGMILVTGPTGSGKSITLYSALNYLNQSDKHILTAEDPIEIEIEGLIQTQVNHAIQLDFSRLLRTF 321
NTDB id 1384 A4U84 RS08525 WP 010787006.1 PQQQTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLNQMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTF 317
NTDB id 1468 ASU2 RS05090 WP 014991734.1 PEQKQLLLTALHQPQGLILVTGPTGSGKSITLYSALNYLNNSERHILTAEDPIEIEIEGIIQTQVNRAIQLDFSQLLRTF 317
NTDB id 1436 BW25113 RS00530 WP 001025145.1 PLQLADFAHALQQPQGLVLVTGPTGSGKTVTLYSALQKLNTADINICSVEDPVEIPIAGLNQTQIHPRAGLTFQGVLRAL 280
NTDB id 1168 A1552VC RS11070 WP 000957200.1 PQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSF 382
NTDB id 1293 VP RS12240 WP 005479695.1 EQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSF 382
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSF 382
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSF 391
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSF 386
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