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NTDB id 1311 DR RS09490 WP 010888489.1 MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGIIGGI.GWQLGLGWAAVPLLLGAALALLDARPLLAVLALLGG 84
NTDB id 36689 MRUB RS15345 WP 013015290.1 ....................................MIPLALGAGALLGALSQLTPWAFLGLLAGLGL........PQSA....R 37
NTDB id 1035 TT RS08105 WP 011173974.1 ...............................MRPSWTWGVGLGAGALVAAWGLFAPWAFLGLGLL.PF........LRLP....F 41
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NTDB id 1311 DR RS09490 WP 010888489.1 GLGYGSAHLQA.REPDRIAPW...IGALVTLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRLIRPDGRRIPGGFDQAAW 165
NTDB id 36689 MRUB RS15345 WP 013015290.1 WLGLGAYILVTLHLGLAQDPWASQIGQWVRIEGTLREGFLHTP..QGRLYVHYFPNLQDGRYVLEGHLLRPSNKRNPGGFDQQTW 120
NTDB id 1035 TT RS08105 WP 011173974.1 ALGFGLVLARALFFPLPEPPWGAAVEGVFA....VRGGFTRAE..GHLLWVSHYPPLPDGRYRLRGRIAPPQGRTNPGGFDQRAW 120
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NTDB id 1311 DR RS09490 WP 010888489.1 LRSQGGLLVPTPKAVLVRAEVKKHVPERGLRGWFRRGLSAHLSPRNAALMTAVELGERGDIGRETFDEGFSVRDAFARAGLAHLM 250
NTDB id 36689 MRUB RS15345 WP 013015290.1 LRGLGVTAVLRARQV.....VHYEPLPAGPHQWLQKQLVAGLSAPVAALVTALTLGERRELGEA........YEAFQQAGLAHTL 192
NTDB id 1035 TT RS08105 WP 011173974.1 LLSRGAKGVLRAESA.....EPLGPLPDWREG.FRERLGAGLSLEAREVVEGLVLGDKGGLETA........YPLFQRAGLAHLL 191
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NTDB id 1311 DR RS09490 WP 010888489.1 ALSGQNVALLTGTLIWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPSITRAVLMGGVALLALMVGRGRPDPLGIVALTASACL 335
NTDB id 36689 MRUB RS15345 WP 013015290.1 ALSGLHVAILTGFFVLLLYPL...GRWRYPAALLLLLLYLW.LVEPQPSLVRAVIMAGFVLMGLFMGRGRVAVLPALSLALFVQL 273
NTDB id 1035 TT RS08105 WP 011173974.1 ALSGLHVGVLVGFAVLGLYPL...GRWRYLLALALLPFYLL.LAGPSPSLVRASLMAGLSLLGLFLGLGGAGVVQALGLALFLQL 272
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NTDB id 1311 DR RS09490 WP 010888489.1 LLFPLWLLDVGFQLSFLAVLGLLLSGKLADRLPQRWPQWLKLALAATVLAELATLPVIAHNFGQLPLVGLPANLLAAPIMAVLVP 420
NTDB id 36689 MRUB RS15345 WP 013015290.1 LLEPRTLLSLSAQLSYLAVLGMALVLP.HLPRLEGWKQWVWSSVSVTLAAQILILPLLLHHFHQLPLISPVANLLVLPLLSLLVP 357
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NTDB id 1311 DR RS09490 WP 010888489.1 LGFLAGLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGWGTLGAGGFLAYALAAVAGMGWLLGRVRGQAALTIALACAALSWL 505
NTDB id 36689 MRUB RS15345 WP 013015290.1 LGFLKLLM...GGLLAWPTEILGSLVLGLVGWLSNGPLLRWGEITPVGFILYYLGLLPLLLGLYGRLRWPHATGLAAT.AALASI 438
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NTDB id 1311 DR RS09490 WP 010888489.1 PAQLRPARELVFLDVGQGDATLLRVPGL.TMLVDGGGSVGSDYDVGRGTVLPALRALGVRKLDVVVATHADTDHIEGLSSVLRGL 589
NTDB id 36689 MRUB RS15345 WP 013015290.1 LSSYPPRAELWQLDVGQGDAILLRLPGRVEILVDGGRDW......AYPRLEQALRALGVDDLDLLIATHPDGDHVEAQLKVIRDF 517
NTDB id 1035 TT RS08105 WP 011173974.1 LAAWPKPLDLWMLDVGQGDALLARMGG.GEVLVDGGRAE......KGEAVVRALRALGVEALELLVATHPDADHYGGLFRVIEEV 515
consensus ** *** *!* !!!!!!!!*!*!**! **!!!!!* * ** !!!!!!!* !****!!!*!*!!**** *!****

logo PVGAELALLVWLSVAGQPLRAKKAGQDGDFVAPELVLDHDPAVLAHLELTALAHRAEQRNGI
VPVFRVFQR I

A
G
R
A
RGDSTRQVLKTALVAGGPQAGVEKRLVHRTAFVLGWPEQVAGDLNESVWSGL

T

A
D
EDNDEQDNRGSVLVAFLLRVVLDEDFYKGNPRFGHKR I

A
A
L
F
L
T
L
A
GDAL

NTDB id 1311 DR RS09490 WP 010888489.1 PVGELWVGQLKKAGDDPVLDAVLTAARERNVPVRQIRRGDQVTAGPVKVTALWPVGNVWSTADNDNSVALRVEDGPFRAALLGDL 674
NTDB id 36689 MRUB RS15345 WP 013015290.1 PVGALVSGPRA..QGVALDDALHLAAHQRGIPVFFARRGSQLTLAGARLHFLGPQGDE..LEDNERSLVFVLEYKNHKILFTGDA 598
NTDB id 1035 TT RS08105 WP 011173974.1 PVGLALLAP.....GFPEDHPLAEALRARGVPVVRAGAGTRLKVGQGEVRVLWPEALS..GDDNQDGLALLLDFGRGRALLLADL 593
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NTDB id 1311 DR RS09490 WP 010888489.1 PDPAEALIGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVLISVGRNTYGHPTQAVLDRIAAAGAKVWRTDQVGTVRWPLP... 755
NTDB id 36689 MRUB RS15345 WP 013015290.1 PVSAEVRWSAERVDILKVGHHGSETSTSDHLLQHFRPKLALIGVGNNPYGHPSRAVLERLNQYGVQIRRTDIEGAIRIPLP... 679
NTDB id 1035 TT RS08105 WP 011173974.1 PREVEARLPVGEVEALKVSHHGSQSGTSEVLLERTRPRVALIGVGPNPFGHPHPEVLERLERHGAEIRRTDQDGAVRVLFGYAW 677
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