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NTDB id 36687 MRUB RS13755 WP 013014985.1 MRDFFGGLLRPRIEALGLEIGSANIKMVELSGTPPSLKNLSIRPTPPGVVQEGSIIEPGALTEVIKEMLAEMRTRKRYVVTAASN 85
NTDB id 1023 TT RS05125 WP 011173432.1 MFKSLSQLFRPRVEALGLEIGASALKLVEVSGNPPALKALASRPTPPGLLMEGMVAEPAALAQEIKELLLEARTRKRYVVTALSN 85
consensus ! ! !!!*!!!!!!!! *!*!!*!! !! !! ! !!!!!!** !! * !!*!! !!!*! ! !!!!!!!!!! !!
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NTDB id 36687 MRUB RS13755 WP 013014985.1 LAVITRTLQVPKMPIKQMEEAVRWEAERYIPFPIDEVVLDYAPLDSLEAIPDGEQMDVVVGAARQETVASLVEALKAAGLEPLVI 170
NTDB id 1023 TT RS05125 WP 011173432.1 LAVILRPIQVPKMPLKEMEEAVRWEAERYIPFPIDEVVLDFAPLTPLSEVQEGEQVQVMVAAARQEAVAGVLEALRGAGLVPVVL 170
consensus !!!! !**!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!*!!! *! ***!!!* !*!*!!!!! !! **!!!**!!! !*!*
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NTDB id 36687 MRUB RS13755 WP 013014985.1 DVKPFAGLRTLGARLAATDREPITLFLEIGAESSALVLTRGERLLLNRVINLSGKDFTAAISKAFNLDVVAAEDAKKNYGLATIP 255
NTDB id 1023 TT RS05125 WP 011173432.1 DVKPFAGLYPLEARLAEE.PDRVFLVLDIGAESTSLVLLRGDKPLAVRVLTLSGKDFTEAIARSFNLDLLAAEEVKRTYGMATLP 254
consensus !!!!!!!! *! !!!! ***** ! !*!!!!!* !!! !!***! !!* !!!!!!! !! * !!!!**!!!* !* !!*!!*!
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NTDB id 36687 MRUB RS13755 WP 013014985.1 TEDEDLLLDFDAERERFNPARMYDAIRPVLVELTTELRRSLEFFRVQVGDLGVDQGFVAGGGSKLRSLVPLLSDTLGIPLETADP 340
NTDB id 1023 TT RS05125 WP 011173432.1 TEDEELLLDFDAERERYSPGRIYDAIRPVLVELTQELRRSLEFFRIQLEEASPEMGYLLGGGSKLRGLASLLTDTLGVNFEPVNP 339
consensus !!!!*!!!!!!!!!!!* !*!*!!!!!!!!!!!! !!!!!!!!!!*!* * ** !** !!!!!!! ! *!!*!!!!** !* !

logo WEQAGLVAQI
VDKPKSRFDELSEQYLQRES ILAGPEFATVAPLVGLALRGVENPLD

NTDB id 36687 MRUB RS13755 WP 013014985.1 WQGLQIDKSRFDLEYLRSLAPEFTVPVGLALRGVNPLD 378
NTDB id 1023 TT RS05125 WP 011173432.1 WEAVAVDPKRFESEQLQEIGPEFAVALGLALRGVEPLD 377
consensus ! ** *!* !!* ! ! **!!! !**!!!!!!! !!!
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