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NTDB id 366863 FG051 RS05190 WP 057815018.1 MTAIITFIIVFGILVIVHEFGHYYAAKKSGILVREFSVGMGPKIVAYR.KNHTTYTLRLLPLGGYVRMAGAQEDDSEIQP 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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NTDB id 366863 FG051 RS05190 WP 057815018.1 GTMASLVINDDDKVTKIITSSKVYDANAVPVQISKADLVDDLIIEGYENGDETVTKKYSVDHDATIVEEDGTEVQIAPRD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
consensus !**!!!****!*!!**!**!****!**!*!******!!*!*!*!*!***!* !!*!*!!!!!!!!!!!!!!**!!!*!

logo VQLYQSNVASVIWKGRML ITNFAGPFMNNF I LAGI
V
V
L
A
V
A
F I IALAFMVMQGSGVGQTDGTSNTQNLGI SQI

V
Q
A
K
N
D
G
S
G
V
AAQKVASGLKATNGDKAI LVSAINGKKDKTVATSDWTDDS

NTDB id 366863 FG051 RS05190 WP 057815018.1 VQLQSVSVWKRMITNFAGPFNNFILAIVAAIIAAFMMGSVGTGSNQLGSIQKDSVAQKAGLKANDKILSINGKKTASWTD 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
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NTDB id 366863 FG051 RS05190 WP 057815018.1 LSENIQNSPGK.....KLTMKVQS.GKKVETIKVTPKTVKSSGQSYGLIGIMQKTDSSAMAKIKYGFIYSWSTSLTIFHA 313
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQK..SQGS..YFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQE..SQGS..YFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
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NTDB id 366863 FG051 RS05190 WP 057815018.1 LGKMVSGGFSINQLSGPVGIYSMTSKVASTGLINIIFFTSMLSMNLGIVNLIPIPALDGGKILLNIVEAIRRKPIPEQYE 393
NTDB id 323 STU RS10650 WP 011225396.1 LKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 291 STER RS01205 WP 011680685.1 LKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
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NTDB id 366863 FG051 RS05190 WP 057815018.1 NVITLIGVGILVLLMIAVTWNDIQLFFIK 422
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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