
logo ML
INRVVLVGRLTKRDPSVDELRYTPSTNSGNAAVAGSQTFNSTMLAVNRTQFTNAQSNQSGDEREADF INCVTIWRRKAQSAENVFTANFLTHKKGSLAVGI

VDGRVLQTR
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 366856 FG051 RS02360 WP 057813753.1 MINRVVLVGRLTRDSELRYTTSGNAVSQFNLAVNRQFTNSQGEREADFINCVIWRKAAENFTNFTHKGSLVGIDGRVQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!!!!!!*! *!!!!**!*!!**!**!!!!*!!! *!*!!!!!!!!!*!!* !!!**!!**!!!!*!*!!!*!!!

logo NYENQQDGQRVFYVTEVQVAVDESNVFQSFLLEPSKRNSTDGTAGTEGNNQSGQRSQQGDGNGSYANSESGQTNDFSGNYGSGHNQYFGPSGNPKGKQSNQSDQNSGPFGRTGNSDNPAQANQTNAGQKNRARSDNPAQVGANNSFRTNQSADGDPFANDNSG
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPFANDG 160
NTDB id 366856 FG051 RS02360 WP 057813753.1 NYENQQDQRVYVTEVVVENFSLLESRSDANNQQQNSSSTNDYSHQ..PPKKS....RNDAANAKSDVANSRSGDPFANNS 154
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQ..SNGSQQSGFTSPQQTGNAPAANNTQADPFANNG 158
consensus !!!!!!*!!!*!!!!*******!!*** * * ** * ! * ! * * * ***** *!* **!!!!!**

logo

Q
K
A
P IDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 KPIDISDDDLPF 172
NTDB id 366856 FG051 RS02360 WP 057813753.1 KPIDISDDDLPF 166
NTDB id 624 LCA RS00040 WP 011373726.1 QAIDISDDDLPF 170
consensus **!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


