
logo ML
INRVVLVGRLTKRDVPDELRYTAPSSNGAAVGASTFSTLMVAVNRTQFTNAQSNQSGDEREADF INCVTIWRRKAQSAENVFSANFLTNKKGSLAVGI

VDGRLQTR
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 366851 FG051 RS00040 WP 057813412.1 MINRVVLVGRLTRDPELRYTANGAAVASFTVAVNRQFTNSQGEREADFINCVIWRKAAENFSNFTNKGSLVGIDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!!!!!!*!**!!!! *!!!!**!**!!!!*!!! *!*!!!!!!!!!*!!* !!!**!!**!!!!*!*!!!!!!!

logo NYENQQGQRVFYVTEVQVAVDESNVFQSFLLEPSKRANTEGTGSTGEKQSGRNQSAGDGGNANSNQNQAFNPSYNENQGNSNGQSGSGQSGQQSPYFGGNGNNNNYGNNAGNSGNQNFTDSNSPFNGNGNNSNQQN
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGG........YNEGNSGGGQYFGGG...........QNDNPFGGNQN 141
NTDB id 366851 FG051 RS00040 WP 057813412.1 NYENQQGQRVYVTEVVVENFSLLESRAESEKRNAGNNSNQAPSYNNNNQSSQSPFGNNNNNYGNNAGNSNFDNSNNNSNN 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNS.NQSNGSQQS................GFTSP....QQ 139
consensus !!!!!!!!!!*!!!!*******!!** ** **** *** **!* ! * ** ** ***** **
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SNSNFNTNQSADGDPFANDNSGQKAP IDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 NQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 366851 FG051 RS00040 WP 057813412.1 NNQSNNSNNNSGDPFANNSKPIDISDDDLPF 191
NTDB id 624 LCA RS00040 WP 011373726.1 TGNAPAANNTQADPFANNGQAIDISDDDLPF 170
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X non conserved

X similar

X ≥ 50% conserved


