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NTDB id 36685 MRUB RS10780 WP 013014388.1 RGKIRSAMTYPAIVFVFAIGVTYFLLTGIVPQFAQILTGLGSELPLLTRALMGISDFLRQSTIFIALIAV.ALYFAYRAYYRTEK 245
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NTDB id 36685 MRUB RS10780 WP 013014388.1 GRRQIDQIKLKLPVFGDLMKKSALARFSRTFGLLISSGVNIVEALDITKGTAGNAIVEDILEQTKIAIQAGEPVFTTIQAHPQVF 330
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 FRDQLDRLVLRLPIVGDLVYKAIIARYSRTLATTFAAGVPLIDALASTAGATNNTVYEQAVLKIREDVSTGQQLNFAMR.VSNRF 335
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NTDB id 36685 MRUB RS10780 WP 013014388.1 PPMVSSMIAIGEETGALDTMLQKIADFYEREVDEAVSALTAAIEPLMIIFLGLVVGVIVAGMFLPLFKIIGTLSSQ 406
NTDB id 1029 TT RS02230 WP 011228203.1 PPMVSSMVAIGEETGALDTMLSKVADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMIVAGMFLPLFKIIGTLSVQ 406
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