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NTDB id 1314 DR RS00625 WP 010886768.1 MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVEGLDSRSVAAIGG.AKAAEEARAELNKAAER 84
NTDB id 36684 MRUB RS10515 WP 013014335.1 ............MPDPLALALTPQIGPQRLQQALPTDLSVE........AVADVLGPEIA..AGYAR.TLQSGLAEQERAQAARL 62
NTDB id 1037 TT RS09535 WP 011174226.1 .............MDPLALALLPGIGPKRLLEVLKAEDPLG........FLRER....FP..EAWRHLPEAEAQAERERRRAEAL 58
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NTDB id 1037 TT RS09535 WP 011174226.1 GVRLLGLWEEGFPEGLKALPQPPTHLYLKGEL........PPEREAVALVGTRRASPWALAFARKLARELSEAGLWVVSGLARGI 135
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NTDB id 1388 A4U84 RS04945 WP 062924099.1 VNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQSVHIQPSLFDTKPKQAVKSEPKFAK 315
NTDB id 1314 DR RS00625 WP 010886768.1 RKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTELNWGLAPAPAVPDL................. 317
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NTDB id 1388 A4U84 RS04945 WP 062924099.1 NLPELTACQQQLFEQ.ISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT. 375
NTDB id 1314 DR RS00625 WP 010886768.1 .....PPEQARVLRALQT..PATLDDLAATTGLSIPELQTALVMLQLQGLAYEV.GGRWSR. 370
NTDB id 36684 MRUB RS10515 WP 013014335.1 .....EGSEAKVYRALLELPEALPDDLAQSTGLSTGEVLSVLMMLELKGLVQSS.AGRYSPA 337
NTDB id 1037 TT RS09535 WP 011174226.1 .....SPEEEALYALLQEKKEALPEALAMALGIPPERVLSLLTLLELKGLARALPGGRYGPG 334
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