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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 366715 FF090 RS14895 WP 138857469.1 .MSSTDRLLVVDDEPDLRTLYELTLLREGYSLVSAETVAEALALLQAESFAAVITDMRLPDGSGLDLLNWLEQQRRSERA 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT.......TENALENKLLIGRSLPIQQLRIA 153
NTDB id 366715 FF090 RS14895 WP 138857469.1 IVITAHGSAENAVEALKAGAFDYLTKPVDLRQFRSVVATALGRVAGKPAPRRDEAAGKAKGQALARLAGPSAAMEQVREL 159
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE....A......EEAPVDNRLLGESPPMRALRNQ 148
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHG 233
NTDB id 366715 FF090 RS14895 WP 138857469.1 IRKVGRSMAPVLLQGESGTGKELVARAIHGEGSRADQPFVAVNCGAIPEQLLEAEFFGYRKGAFTGANEDREGFFQAAQG 239
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASG 228
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRE 313
NTDB id 366715 FF090 RS14895 WP 138857469.1 GTLFLDEIGDLPLAMQSKLLRAIQERSVRPVGAVAELPVNLRLLSATHKDLAAEVAAGRFRQDLFYRLNVIQIRVPPLRE 319
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRE 308
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RGEDVLLLANHFIQKICMEWET.PPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISN 392
NTDB id 366715 FF090 RS14895 WP 138857469.1 RIGDVAAISAGLLERIARDAGVHPVPRLGADALARLAAYNFPGNVRELENVLHRALALSGATELCAEDLDLPDSVSTEDS 399
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RREDIPLLAERILKRLAGDTGL.PAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQE 387
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 PFASAAQSIQTTVAAPQA..VKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETE 470
NTDB id 366715 FF090 RS14895 WP 138857469.1 SFGALPAG...TAPAPLALPSEEALPSDLAAHLDEVERKVLLRALAQCRYNRTAAGARLGLSLRQMRYRMARLGIQVDDG 476
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .......G...A....ASL....SEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID.... 445
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QEV.. 473
NTDB id 366715 FF090 RS14895 WP 138857469.1 EPPLG 481
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..... 445
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