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NTDB id 366554 FGE20 RS03005 WP 138981664.1 MNLLDILFPNRCLSCNTIITGDGLICEKCYSKVNFTHWEHLSPNPLEKRLALFFNIQHAYALMNFEKKGLSQKIIHQLKY 80
NTDB id 1333 RA0C RS05105 WP 004918078.1 .MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHALKY 79
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NTDB id 366554 FGE20 RS03005 WP 138981664.1 GKRENIGKTLAFWCYERIHLK.PSIDYLVTVPLHPSKLKKRGYNQLHLFADTLSQLWNIPHFKNFLTRETFNSAQAQKDR 159
NTDB id 1333 RA0C RS05105 WP 004918078.1 HSMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALKQK 159
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QFQSLVDNESEKI EKGNKHI LL IDDVCYTTGGNTLMSKSACAVWEL ILKGNNQGNQTVSVLVLMAIDE
NTDB id 366554 FGE20 RS03005 WP 138981664.1 VHREQNKVQFQLNSEIKNKHILLIDDVCTTGGTLSSCAWELIKNQ.NTVSVLVMAID. 215
NTDB id 1333 RA0C RS05105 WP 004918078.1 LDREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
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