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NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTR.PRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQ 319
NTDB id 366313 FFX45 RS02405 WP 149817849.1 ...........................................MVNTSSSSSRKALTVRGRAASPTERAIVASGYASIDQ 37
NTDB id 1410 SGL RS13950 WP 010873519.1 ...........................................MTSSSSSKKSRAVA.LRNYFSPFGNKLVAGGHVDAEQ 36
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NTDB id 1306 DR RS10060 WP 027479822.1 LREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARS.......LAAQLGYEF 392
NTDB id 366313 FFX45 RS02405 WP 149817849.1 VREAMNTARKTGKSLVTV..L...........................QEITGSTMPPDVLRQYHKQQLFELKVIYGVDC 88
NTDB id 1410 SGL RS13950 WP 010873519.1 LRQALVQVKKTGRSLPEE..L...........................KAVTGRELSPELLRQYKKNQLFELKVLYGVDS 87
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NTDB id 1306 DR RS10060 WP 027479822.1 LDPIQNPP.....DPKVALMIPEATARRYVVVPVRLQ....GNSLVVAMKDPRNVFALDDLKLIT...GKEILPAVMAEK 460
NTDB id 366313 FFX45 RS02405 WP 149817849.1 LDPELNRFPTEQIEELINTIVPIDTCRTYQVIPIAKHLDADPPYLLVAMVDPDNLQAIDNLTRLLRAHNLTLKRMVITLE 168
NTDB id 1410 SGL RS13950 WP 010873519.1 VDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQ.EGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRRLVVTQD 166
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NTDB id 1306 DR RS10060 WP 027479822.1 DIIRLIERYFGEKGFEKLNKEL.........................AERNKTQQSQEADLSVADESAIVQVVDSIIREA 515
NTDB id 366313 FFX45 RS02405 WP 149817849.1 DYQRLIDPILNKQVAETTAG..KNAPAAIGDINIEEDIEAMGGLEELEGE..QEVDLAEALKGAEDAPIIALVNKILAKA 244
NTDB id 1410 SGL RS13950 WP 010873519.1 DFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLT..DIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAKA 244
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NTDB id 1306 DR RS10060 WP 027479822.1 ALQDASDIHIETTEDAVKVRYRIDGALREQ.NSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLST 594
NTDB id 366313 FFX45 RS02405 WP 149817849.1 LTEGVSDIHIEPQEEYLRIRFRKDGVLHQAFDPLPKKIVPAVVSRFKILADLDIAERRAPQDGRIRKMFQGRRVDFRVNT 324
NTDB id 1410 SGL RS13950 WP 010873519.1 LQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNT 324
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NTDB id 1306 DR RS10060 WP 027479822.1 LPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIED 674
NTDB id 366313 FFX45 RS02405 WP 149817849.1 LPSRWGEKVVLRILDNSATQLGLDKLITDPESLAIVREMTKRPFGLILVTGPTGSGKTTTLYSALAECNSPGVNISTAED 404
NTDB id 1410 SGL RS13950 WP 010873519.1 LPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAED 404
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NTDB id 1306 DR RS10060 WP 027479822.1 PIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEM 754
NTDB id 366313 FFX45 RS02405 WP 149817849.1 PIEYTLPGLTQVQVIREKGMDFASILRAFLRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAASAVARLSEM 484
NTDB id 1410 SGL RS13950 WP 010873519.1 PIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEM 484
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NTDB id 1306 DR RS10060 WP 027479822.1 GIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDI................RGANLMRGTGCPRCGG 818
NTDB id 366313 FFX45 RS02405 WP 149817849.1 GVEPFMVSASLIGVVAQRLMRRVCSECRIPYTPTREELARFGLSASKDVNLTLYKANKLTPEQIQAAKASGQPICSKCGG 564
NTDB id 1410 SGL RS13950 WP 010873519.1 GVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKG.NLCQKCSG 563
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NTDB id 1306 DR RS10060 WP 027479822.1 TGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS........... 887
NTDB id 366313 FFX45 RS02405 WP 149817849.1 VGYKGRVGVYEIMRVTERLQSLITEGAPTERIKEAAVEE.GMKTLLAYSLNLVKEGVTTLEEVERVTFTDTGLESELKAK 643
NTDB id 1410 SGL RS13950 WP 010873519.1 SGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEE.GMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAK 642
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logo RKSASLTCRTCAGAEALQPQEWLDECPYCMTPSRFSVD
NTDB id 1306 DR RS10060 WP 027479822.1 ............................... 887
NTDB id 366313 FFX45 RS02405 WP 149817849.1 RKSSLTCRTCGAEAQPEWLECPYCMTPRFVD 674
NTDB id 1410 SGL RS13950 WP 010873519.1 RKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
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