logo

NTDB id 36614 SMUNN2025 RS08680 WP 002267002.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1

NTDB id 296 STER RS06910 WP 011681415.1

NTDB id 328 STU RS16110 WP 002951426.1
consensus

logo

NTDB id 36614 SMUNN2025 RS08680 WP 002267002.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1

NTDB id 296 STER RS06910 WP 011681415.1

NTDB id 328 STU RS16110 WP 002951426.1
consensus

logo

NTDB id 36614 SMUNN2025 RS08680 WP 002267002.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1

NTDB id 296 STER RS06910 WP 011681415.1

NTDB id 328 STU RS16110 WP 002951426.1
consensus

logo

NTDB id 36614 SMUNN2025 RS08680 WP 002267002.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1

NTDB id 296 STER RS06910 WP 011681415.1

NTDB id 328 STU RS16110 WP 002951426.1
consensus

| SECE KK FVAVHIAN Tk | K|y
TENRgKtVEVKHVE F g KA%QVKA ﬁNA FE Nﬁ EVF {V ES S KTT RA LK{NQTéu E lFQ K sKh
UUNDWIAK LVEVKIVE ~ FIBYC TNUANAYA INNVASFINIRESGENIFLVGESGSGKTTIGRATL JALM IOYGEIINE GlyyIJen
NEVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEI IFDGKK ING
NFVAVHENANFFINKGETFSLVGESGSGKTTIGRATIIGLNDTSNGEI IFDGKKINGY]
.FVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGY
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X non conserved
B similar
>50% conserved
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