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NTDB id 615 LCA RS02545 WP 011374200.1 .GQ NNYSLPQIK.RFL.V.H LJCQRC QV.; PlTCDRHA CLLIJYR

NTDB id 593 KW2 RS05130 WP 021037147.1 MNL IANKIH KTNVK|HREey e P T(QRE L GIsAY

NTDB id 36605 SMUNN2025 RS07560 WP 002277412.1 . l ......... .LGNA YCRCL F GJ3

NTDB id 277 KZH43 RS10090 WP 000867601.1 AMKVN BYLGRLFTENEL T E H EERQLAEKLPAMRKEKGKLFCQRCNSTILREEWYLPIGAYYCRECLLMKRY]

NTDB id 236 SPD RS10765 WP 000867601.1 AMKVN BYLGRLFTENEL TE [ EERQLAEKLPAMRKEKGKLFCQRCNSTILREEWYLPIGAYYCRECLLMKRY]

NTDB id 202 SPR RS10250 WP 000867601.1 AMKVN YLGRLFTENEL TE [ EERQLAEKLPAMRKEKGKLFCQRCNSTILNEEWYLPIGAYYCRECLLMKRY]

NTDB id 167 SP RS11275 WP 000867616.1 AMKVN YLGRLFTENEL T E K EERQLAEKLPAMRKEKGKLFCQRCNSTILR

NTDB id 507 SM12261 RS09240 WP 000867722.1 AMKVNIZUYLGRLF TENEL T E [ EERQLAEKLPAMRKEKGKLFCQRCNSTILR

NTDB id 535 SMSK321 RS10515 WP 000867726.1 AMKVNIZUYLGRLEF TENEL TG .
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NTDB id 615 LCA RS02545 WP 011374200.1 VEGDWIRYT V| CHLFE.NIPKTEHA

NTDB id 593 KW2 RS05130 WP 021037147.1 .. TYIR WGLTQEK S

NTDB id 36605 SMUNN2025 RS07560 WP 002277412.1 ERKP AV WEGQLTPEFQ VSEGL Q

NTDB id 277 KZH43 RS10090 WP 000867601.1 MMDVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA

NTDB id 236 SPD RS10765 WP 000867601.1 MADVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA

NTDB id 202 SPR RS10250 WP 000867601.1 MMDVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA

NTDB id 167 SP RS11275 WP 000867616.1 DVLKWRGQLTPFQEKVSEGLLQVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA

NTDB id 507 SM12261 RS09240 WP 000867722.1 ..

NTDB id 535 SMSK321 RS10515 WP 000867726.1 D LKWRGQLTPFQEKVSEGL QAVDKQIXPIMLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
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NTDB id 615 LCA RS02545 WP 011374200.1 Q

NTDB id 593 KW2 RS05130 WP 021037147.1 Q . - . NYFR PLVVIT HQLL F AFDLLI DEVDAFP EDN

NTDB id 36605 SMUNN2025 RS07560 WP 002277412.1 . SEYR PLV ATTHQLLKFYEAFDLLI DEVDAFP VDNISML YA ViDl:L8

NTDB id 277 KZH43 RS10090 WP 000867601.1 . NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS

NTDB id 236 SPD RS10765 WP 000867601.1 . NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS

NTDB id 202 SPR RS10250 WP 000867601.1 . NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS

NTDB id 167 SP RS11275 WP 000867616.1 . NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS

NTDB id 507 SM12261 RS09240 WP 000867722.1 . NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS

NTDB id 535 SMSK321 RS10515 WP 000867726.1 . NSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
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NTDB id 615 LCA RS02545 WP 011374200.1

NTDB id 593 KW2 RS05130 WP 021037147.1

NTDB id 36605 SMUNN2025 RS07560 WP 002277412.1 QUARQ Q

NTDB id 277 KZH43 RS10090 WP 000867601.1 GELKRLNLPRRFHGNPLIIPKPIWLSDFNRYL

NTDB id 236 SPD RS10765 WP 000867601.1 GELKRLNLPRRFHGNPLIIPKPIWLSDFNRYL

NTDB id 202 SPR RS10250 WP 000867601.1 GELKRLNLPRRFHGNPLIIPKPIWLSDFNRYL

NTDB id 167 SP RS11275 WP 000867616.1 GELKRLNLPRRFHGNPLIIPKPIWLSDFNRYL

NTDB id 507 SM12261 RS09240 WP 000867722.1 VKENGLRIFLTATSTBJELD KVR GELKRLMLPRRFHGNPLIIPKP WLSDFN L

NTDB id 535 SMSK321 RS10515 WP 000867726.1 VKENGLRIFLTATSTBELD KVR GELKRLMLPRRFHGNPLIIPKP WLSDFNRYL
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X non conserved
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