logo

NTDB id 36593 SMUNN2025 RS04735 WP 002264510.1
NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

logo

NTDB id 36593 SMUNN2025 RS04735 WP 002264510.1
NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

logo

NTDB id 36593 SMUNN2025 RS04735 WP 002264510.1
NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

logo

NTDB id 36593 SMUNN2025 RS04735 WP 002264510.1
NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

logo

NTDB id 36593 SMUNN2025 RS04735 WP 002264510.1
NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

Sy

F AT A00E VFLRUESVRTL ST Tl [ Fssu N Re S S ShARETEE [

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR

MESKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
Dokok | Dok Dokokokokokokok Dok Dokoskok Dok DD Dok D lokok D Dok DUk D DT Dokskok Dok D1 Dskok Dokokokok | D skokokoskskokok ok kkokokokok ok | kokok | 1 ok

eSS LT B o e s Yl L Sl

ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN
ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN
ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVEFNSYGQEEIYRVILMETNISSVSTN

ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN
sokokok DD skokokokokokokok | Dokok D Dok | Dokokokokokokokok Dok Dokok Dokok Dokokokok Dokok Dok Dokokokokokok Dok D1 Dok Dok | Dokokokokokok | kokokokok ko

A 170 et ) A nSuu AN AR P ECRE AT LR

Q
IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE
IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQONRLE
IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE]
IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE

(M D0 LR R ELULARL) I e eV

TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRI

TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRI
TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFENTTFTNYEMIASENNRVFRFENRI
TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRI

AL T s PR

WRNIISTDPENLLKQLMTILFDNAVKYT WDGEI|g®Y ISGYTDREILIBIRIV DNGGISWEDKKKIFDRFYRVDKARTRQKGGF
WRIIMTDINLLKQLMTILEDNAVKYT WDGETI|pNY ISYNTDREJLEI§P]V DNG[RGISIEDKKKIFDRFYRVDKARTROKGGEF
HRTIVIDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF
HRTIVIDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF
HRTIVIDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF
HRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF

157
157
160
160
160
160

237
237
240
240
240
240

317
317
320
320
320
320

397
397
400
400
400
400



logo

NTDB id 36593 SMUNN2025 RS04735 WP 002264510.1
NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

LA

R VTN EE At

Q
GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

KX non conserved
B similar
>50Y% conserved

435
435
444
444
444
444



