
logo MFSFFRSRKKKQQENTPQADLTETETAEEQNVLQETAATKSEVESEKVASQS ITVDGNS IQDKETDVESLATEQSTVKTGRAENSAEVEATEVDSGNAQLVEQAQLVKESSEAKTTVADEQMPP I
S

NTDB id 365499 FE785 RS09890 WP 138565591.1 MFSFFSRKKQQENQDTTTEENL...TSEESEKSSTVDSQDT.....TEQTT..ANSE..AEDNQLQALKSSEAKTDQPPI 68
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKE...TVAEMPS 77
consensus !!!!! !!! !! * *** !!! ! ***** ! **! ! ** * *! *** *!

logo EAPAGEVAAEERSVESASKQDEANSVAEEKSTEVGTEAVTVGVAQTVEQEPAQEVASPTATAEEHKKALGFWAFATRLKQGLASKSTRDQKNFMATDKSLAGNLVVFLGGRGKEQIDGDEDLLYDEDELEMT
NTDB id 365499 FE785 RS09890 WP 138565591.1 EPAVAEES...SQDNSEKSETEVTVATEPQESPAAEKKAGFFTRLKQGLSKTRQNFTDSLANLVLGRKEIDDDLLDDLEM 145
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGV.FGGGQIGEDLYEELET 156
consensus !** ! ! *** * * ! * * !*! !* !!!!!! !*! !!! ** ! ! *!! **!!
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NTDB id 365499 FE785 RS09890 WP 138565591.1 ILLTADVGVEATDRIIQNLTDQVSRKELKDPQALMDSLKQQLESIIEPMSVALDVDAHLAKKPGPFVILMVGINGVGKTT 225
NTDB id 1118 NGFG RS11455 WP 003696286.1 VLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPL....VLPETKEPFVIMLAGINGAGKTT 232
consensus *!*!*!*!*!!!* ** * !! ! !!!** ! !! ! *! !* *!*****!* * !!!!** !!!! !!!!

logo

S
TIGKLAKKYFQALEQGKSVLMLAAGDTFRAAARVEQLQATWGEGRNNQVPTVIASQKTTGADSAAVCI FDAI

VQASAKAKRGIDI
V
L
V
I
LADTAGRLHP

NTDB id 365499 FE785 RS09890 WP 138565591.1 TIGKLAKKFQLEGKSVMLAAGDTFRAAAVEQLQTWGERNQVPVIAQKTGADSAAVIFDAIQSAKAKGIDVLIADTAGRLH 305
NTDB id 1118 NGFG RS11455 WP 003696286.1 SIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLP 311
consensus *!!!!!! !! !!!!*!!!!!!!!!!! !!!! !! !!*!*!! ! !!*!!!!!*!!!*! !!!*!!!***!!!!!!!
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NTDB id 365499 FE785 RS09890 WP 138565591.1 TQSNLMEELKKVKRVMSKVDETAPHEVMLVIDAGTGQNALNQAKQFGEAVDISGITLTKLDGTAKGGIVYALAEQQQIPI 385
NTDB id 1118 NGFG RS11455 WP 003696286.1 TQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPV 391
consensus !! *!!!!*!!!!!!* ! * !!!!***!*!! !!!!*!! ! ! *!* **!* *!!!!!!!!!!!* !!! **!*

logo RYIGVGEGS IDDLREPFDAKRASFTVDQALFLDSQSE
NTDB id 365499 FE785 RS09890 WP 138565591.1 RYIGVGESIDDLREFDAKSFTQALFSQSE 414
NTDB id 1118 NGFG RS11455 WP 003696286.1 RYIGVGEGIDDLRPFDARAFVDALLD... 417
consensus !!!!!!! !!!!!*!!!* ! !! ***
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