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NTDB id 365459 LROSL1 RS10205 WP 178914498.1 ..MNEELFGRQLTAAQLPPTF..EPTDPRIVSRPAMTISGRWVRCERCHQQLEKAHVALPAGGYYCPDCLALGRITSRQS 76
NTDB id 615 LCA RS02545 WP 011374200.1 MGQQVIACGRQFTAAQLADTQNNNYSLPQIKRRPAFLRVKHRLVCQRCQQVV.PPQTCLPDGRHYCAQCLLFGRLVEGDW 79
consensus ** * *!!! !!!!!**! ** ** ! ! !!! * * ! !!*! ***** *!! ! *!!* !! !!*
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NTDB id 365459 LROSL1 RS10205 WP 178914498.1 LLTIPEPNAFPPQRNTLTWAGSLTRLQQICAQDVQSVFVKRQRHLLWAVTGAGKTEMLFLGLADALKRGDRVAVASPRVD 156
NTDB id 615 LCA RS02545 WP 011374200.1 LYTVPECHLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTEMLFQGILVALQKGQRVCLAAPRVA 159
consensus ! !*!! * !*** * !!! ! !!**! *!! ! ! !!*! !!!!!!!!!!!! !* !! *! !!**! !!!
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NTDB id 365459 LROSL1 RS10205 WP 178914498.1 VCIELFPRFQQAFTNTSMVLLHGQQTEPYRYCQFTVCTTHQLLRFYHAFDILVVDEVDAFPFAQNKQLMFAVDQAIKPNG 236
NTDB id 615 LCA RS02545 WP 011374200.1 VCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVDAFPFVDNPVLATAVEQACKPQC 239
consensus !!*!!*!! ! !! !!**!*!! !!!!!!!*! *!!!!!!!*!!!!!! **!!!!!!!!! !* ! !!*!!*!!**
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NTDB id 365459 LROSL1 RS10205 WP 178914498.1 ACLYVTATPGTELMHAVTRRQLTMSYLPLRFHGHLLPEIQCRGAWHWREKLRRGRLPTALQVAITARLRQHKRFLLFVPH 316
NTDB id 615 LCA RS02545 WP 011374200.1 ALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRLPKRLERDCQTYLK.TQQILLFVPQ 318
consensus !*!!*!!!! * * *!* *!*!*! !!!!!!!!!!!!*!** !**!! !**!!!! ! * !*** !!!!!*
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NTDB id 365459 LROSL1 RS10205 WP 178914498.1 VAQLPDVAAAIRRFAPKASFVTVHAADGERVEKVAAMRQKKVDFLVTTTILERGVTFPDIDVLVLGADDAVFSTAALVQI 396
NTDB id 615 LCA RS02545 WP 011374200.1 VRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTFKNVAVLVLGAEHMVFNEAVLVQI 398
consensus ! !**!! * ! !*!! !** * !* ! ! * *!!!!!!!!!!!!* * !!!!!!** !! ! !!!!

logo AGRAGRHNAKADAYAPDQGNKPVHI FYW
Y
I
Y
E
Q
D
Q
T
YTLRATI

L
K
R
G
RACIRQIKQTVQVNQKRGRRLPQESTWRVHA

NTDB id 365459 LROSL1 RS10205 WP 178914498.1 AGRAGRNAAAPDGKVIYWIEQTTLTLRRAIRQIQVVNQKGRRLPEWRHA 445
NTDB id 615 LCA RS02545 WP 011374200.1 AGRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV.. 445
consensus !!!!!!* * *!*** ! ** !*!!! !!*!!!!* **
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X similar

X ≥ 50% conserved


