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NTDB id 365448 LROSL1 RS07315 WP 178914207.1 MVKTIVAFIIVFGILVVVHEFGHFYFAKRSGILVREFSIGMGPKVFW.THKNGTLYTIRILPLGGYVRMAGAAEDEDDQL 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT.TEI 78
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT.TEI 78
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NTDB id 365448 LROSL1 RS07315 WP 178914207.1 QPGTPISVMVGDSGKVTRINASDQTTLFNGIPVIVTESDLVDQLVIKGYENGDESVVKTYAVDHDATIIEKDGTEVLIAP 159
NTDB id 291 STER RS01205 WP 011680685.1 KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAP 155
NTDB id 323 STU RS10650 WP 011225396.1 KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAP 155
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NTDB id 365448 LROSL1 RS07315 WP 178914207.1 RDVQFQSATLWHRILTNFAGPLNNFILAWLVFAIMGFAMGGVASNSNAISGVLTNTPAKSAGLKSGDRIVSVNDKRTNSW 239
NTDB id 291 STER RS01205 WP 011680685.1 KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
NTDB id 323 STU RS10650 WP 011225396.1 KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
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NTDB id 365448 LROSL1 RS07315 WP 178914207.1 TAVTSAITSDTHG.....DITLGIKRGQKTVKHVKITPQVKTVSGSKTRTVGIKRGIDTGFFAKLFGGF...WNTTVLLF 311
NTDB id 291 STER RS01205 WP 011680685.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ....ESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAIL 311
NTDB id 323 STU RS10650 WP 011225396.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ....KSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAIL 311
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NTDB id 365448 LROSL1 RS07315 WP 178914207.1 AALGHLFTHFSLNDLGGPVAIYANTATATQAGWSGILYWLGFLSLNLGIVNLLPIPALDGGKLVLNVIEAIRRKPLSQQT 391
NTDB id 291 STER RS01205 WP 011680685.1 ATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEI 391
NTDB id 323 STU RS10650 WP 011225396.1 ATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEI 391
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NTDB id 365448 LROSL1 RS07315 WP 178914207.1 EGVVTIIGFGFVLFLMILVTWNDIMRYFVH 421
NTDB id 291 STER RS01205 WP 011680685.1 ESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 323 STU RS10650 WP 011225396.1 ESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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