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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 365413 LROSRS0 RS00045 WP 017262421.1 MINRAVLTGRLTRDPEVRYTQSGAAVGSFTLAVDRQFTNQQGQREADFINCVIWRKSAENFANFTHKGSLVGIEGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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logo NYENQQGQRVFYVTEVQVAVDESNVFAQSFLLEPSKRNSTGQTGSTDEGQRQTGSDGGNATNSDGQSNGGFYNENSGNANPSGQGGQYFGGGSGQNSADNPFGGTNGQSNNQGGRSNQRQNASGFNTSPQ
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGG.......SGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRN....... 146
NTDB id 365413 LROSRS0 RS00045 WP 017262421.1 NYENQQGQRVYVTEVVVENFALLESRSQSDQRTSGNTNDNGGYNNNAPQ.......SGSANPFGGTGNNGGNNAGN.... 149
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQN..FNS....................NQSNGSQQSGFTSPQ 138
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QTAGNPASPSAQAGSSNNQSFTNPQDADPFAGNDNGEKQAPS IDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 ......QGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 365413 LROSRS0 RS00045 WP 017262421.1 .TAPSSQSSQTPADPFAGNGESIDISDDDLPF 180
NTDB id 624 LCA RS00040 WP 011373726.1 QTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
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