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NTDB id 1384 A4U84 RS08525 WP 010787006.1 CDECY.QGYRG..RIGVYQCLSRTAK.....KFDKQTAYLDFSSLRESAKQKIEQQLTNETEVDRVLGYE.. 461
NTDB id 365178 BV455 RS14330 WP 017435101.1 CMP.VCRQYRKVRRVAVHELLYGSALSDAICSVQTGNKVCRYYTLENIIRKGMALGFLPAHTLTVVKGGEK. 354
NTDB id 96 BSU 24730 NP 390353.1 CSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGNHANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
consensus ! *****! *!**!***!***** * * * * *!************* ****** !*

X non conserved

X similar

X ≥ 50% conserved


