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NTDB id 364801 BPGQ101 RS06090 WP 017360174.1 MKYQRLVMIFSFLLLMLSACSQAPLKGHIEKVGLLVPDTINDQVWGTKGYKGLLNIQSTFGVDVYYKEGMVDKEKIVDAI 80
NTDB id 94 BSU 11300 NP 389012.2 .MITRLVMIFSVL.LLLSGCGQTPFKGKIEKVGMLFPDTINDLVWGTKGYKGLLNIQSKYNVDVYYKEGVKTEEDIINAI 78
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NTDB id 364801 BPGQ101 RS06090 WP 017360174.1 EEFHKKGVNLIIGHGNEYSEIFNLISEDYPKTQFITVNGGKPQADNVTNVTFKGEAMGFFGGMTAAHMSKTKKIGILATY 160
NTDB id 94 BSU 11300 NP 389012.2 EDFHKRGVNLLYGHGSEYAEVFNLVGEDYPDMEFVISN.AKAKADNVTSVHFSGEAMGFFGGMTAAHMSKTNQVGVIASF 157
consensus !*!!!*!!!!* !!! !! !*!!!* !!!! !* !**!* !!!!! !*! !!!!!!!!!!!!!!!!!! *!**!**
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NTDB id 364801 BPGQ101 RS06090 WP 017360174.1 DWQSEVDGFIKGAKYQDEHVQVLAEFVENWDDADKAVNLYQKLKKQGVDVVYPAGDGYNIPVIEQIKTDNLSAIGYVTDQ 240
NTDB id 94 BSU 11300 NP 389012.2 TWQPEVDGFIKGAKYENPDIEVNTKYTDHWDDDTTAVKLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQ 237
consensus !!*!!!!!!!!!!! *** ! * **!!! !! !!!!*! ! !!!!!!!!!!!*!!! !!! ! ! !!!!!!!!

logo SDNLGESHNTVLTSTVQHNVDKAYES I IAEKKQFNEKGKTLENEGQGDEHYSYFYDFLKNETGVI
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NTDB id 364801 BPGQ101 RS06090 WP 017360174.1 SNLGSHTVLTSTVQHVDKAYSIIAKKFNEGKLNEQGEYSFDFKEGVIEMGKFSSTIDRAFVKDIEKDIANYKKTGKLPNE 320
NTDB id 94 BSU 11300 NP 389012.2 SDLGENTVLTSTVQNVDKAYEIIAEQFNKGTLEG.GDHYYDLNTGVVEMGTFSPLVDQDFQQRIAKLIKTYNKTGELPKN 316
consensus ! !! *!!!!!!!!*!!!!! !!! !! ! ! *!** *! !!*!!! !!* *! ! ! ! ! ! !!! !!
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NTDB id 364801 BPGQ101 RS06090 WP 017360174.1 K 321
NTDB id 94 BSU 11300 NP 389012.2 E 317
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