
logo MF
L
INNQRVMVLVGRLTRKDVPEDLRYTAPSASNGTAGAVGAHSTVFSTMLAVNRNQSTFKTNAQNSGDE I

READYFVINCTVLTIWRRKPQSTAETNFLTVALNFYACLTQRKKGTSLALVGVSTDGR I
LQTR

NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 364639 FE005 RS04715 WP 003129252.1 MINNVVLVGRLTKDPDLRYTANGTGVASFTLAVNRNFTNQSGEREADFINCVIWRKPAETLANYARKGTLLGVTGRIQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
consensus !*!*!*!!!!!!*!**!!!!**!**!*****!!!! !*! *!**!!!**!!**!!**!!**!** *!!*!*!!*!!*!!!

logo

N
SYDENEQEQGVQNRVFYVTEVLQVVAEDSTNFVRSQFLMLDEPSKRPTNAGRTEGSTGKEASQAGRDQRSGTDTEGASSGQGNFNYTNESGNYQNTSGNSGGSSQGQYSFGGNGNQSNTDNNPFGFGQTNSQNPSNQSQPRTGRSGNAMQGPANAFDNNRSDFTQNADS

NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQS.........GFTSPQQTGNAPAANNTQA 151
NTDB id 364639 FE005 RS04715 WP 003129252.1 SYDNQQGQRVYVTEVVADNFQLLESRNASEQRRTTESGG.NTSYNTSGSSGFGNNSTN....QNQSSQPSGMPNFDRDNS 155
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS....GG.YNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQG..NSFND 153
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
consensus !*!**!**!*!!!!**** * ********** ** *** ** *** ** * ** ** * * * *

logo DPFGANDNNGKQSAPS IDI SDDDLPF
NTDB id 624 LCA RS00040 WP 011373726.1 DPFANNGQAIDISDDDLPF 170
NTDB id 364639 FE005 RS04715 WP 003129252.1 DPFG..NSSIDISDDDLPF 172
NTDB id 113 BSU 40900 NP 391970.1 DPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ................... 113
consensus ***** * **********
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