logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

113 BSU 40900 NP 391970.1

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064.1

1390 A4U84 RS00055 WP 021115958.1

1471 ASU2 RS04565 WP 014991634.1

1166 A1552VC RS00795 WP 000168289.1
36461 CFSANO01992 RS12685 WP 015406180.1
1447 BW25113 RS21080 WP 000168305.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

113 BSU 40900 NP 391970.1

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064.1

1390 A4U84 RS00055 WP 021115958.1

1471 ASU2 RS04565 WP 014991634.1

1166 A1552VC RS00795 WP 000168289.1
36461 CFSANO01992 RS12685 WP 015406180.1
1447 BW25113 RS21080 WP 000168305.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

113 BSU 40900 NP 391970.1

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064 .1

1390 A4U84 RS00055 WP 021115958.1

1471 ASU2 RS04565 WP 014991634.1

1166 A1552VC RS00795 WP 000168289.1
36461 CFSANO01992 RS12685 WP 015406180.1
1447 BW25113 RS21080 WP 000168305.1

consensus

IMSE o EIEFHBWJR&AEA ol Bl sy

Q
RKLAE AG YL KG[®VY
RKLAE AG YL KG[QRVY
AEVAG YLRKGSJAVY
AEVAG YLRKGS[EVY
MKLAEVAGXYLRKGS[NVY
KLAEVAGIXYLRKGS[EVY
MKLAEVASIXYLRKGS[VY
kokok Dk % [

ML) A

NKVI VGNLG
NKVI VGNLG
NKVIL GNLG
NKVILVGNLG
NKVILVGNLG

Pookok |k |

ESL RK BQEBX vngffAB QL BQ%NsD NGRS

S SIGYNEGNSGGGQYFGGGQ D

DP T

DPE RE§MPNGIXAVAN R
DPEVRYMPE

DPEVRYMPH

*1 1 x|

ol

PFGGNQNMER . . . ..

IMLGGR ENS ........... EAYQRPARINSRQ

........... EAYQRPARINSRQ
DVLSS ........... QG- QAPA.QTNYMRIGGYSDN
DAMROMLGGR [ DFG ........... N eN S APAPQQSYMINGNSGYG
QGGMNVPAQQG. PR .QP. .. .AK[RH. . ...
.GG. . ... QQ[ieeaelrPE . PQ . . . QP[NG. . . ..
.GGNIGGGQP[rlefeqlielnP . . . Q.. .QP[WG. .. ..

* Dkokotsk kokkk % *k ok * |

a0k RDDD F
@Q@szmga Seearanosfl bk
RNQ@NSFN.......... DDPFANDGK)YI 172

. P SDAPSHP AJJAAPRRQPVPAAAIRV 174

. P PDAPSHP AIJAAPRRQPVPAAAIZV 174
YAQNNNFNGGNATR QPAQKPAAQA[IIT 180
YDQTASRPA...QQAAKQAAKPAQA)XNAAU 178
.QP.. MQ SAIEQQ . YSQPQYN)2AZAY . 177
INQFSGGA SRIFQQSAP . APSNi:ZY| . 175
NQFSGGA[RSR, QQSAPAAPSNEPPM 178

sk Pokskskx 1111

K non conserved
B similar
> 50% conserved

144
138
138
142
143
148
142
144



