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NTDB id 36450 LSE RS07080 WP 012985677.1 MAEQESLALFDTPEELFMKGTMLSTIFYNAENLFSVVRILVKETNADWDEKDIIVTGFFPALHEQEVYTFYGKMQEHAKFGQQFK 85
NTDB id 355 BSU 27480 NP 390625.1 ..MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGLQFQ 83
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NTDB id 36450 LSE RS07080 WP 012985677.1 AERFRKEMPQSRAGLINYLSGELFKGIGKVTAENIVDTIGDDAITRILSDPSLLNTVPKLPSGAAESLLASLQENQGLEHVMVGL 170
NTDB id 355 BSU 27480 NP 390625.1 AEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMISL 168
consensus !!*!*!!*! ** !*!*!!! *!! !!!! !!! !! *!! !! *!! !*!*! !!*!* !**! * !! *!!!!**!* !
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NTDB id 36450 LSE RS07080 WP 012985677.1 NEYGFGPQLSMKIFQAYKQNAIEVLENNPYKLIEDVKGIGFQRADELGRKLGLGGNHPERLRAGILFMLDSVCMQQGHVYMEQEA 255
NTDB id 355 BSU 27480 NP 390625.1 NQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETTCLSEGHTYIETEQ 253
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NTDB id 36450 LSE RS07080 WP 012985677.1 LLAEVTYLLEES..EGVRIDQAILMEQVEKLAEEQKIITENTRVYMPSLYYSESGFAYHVKRMLKQTEYQEQFPQSEFLLALGEL 338
NTDB id 355 BSU 27480 NP 390625.1 LIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGEL 338
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NTDB id 36450 LSE RS07080 WP 012985677.1 EERIGVHYGDSQREALAQALMSPMLVLTGGPGTGKTTVIKGIVELYAELNGVSLDPHAYKDGATFPVLLAAPTGRAAKRMSESTG 423
NTDB id 355 BSU 27480 NP 390625.1 EERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKDEAFPIVLAAPTGRAAKRMSESTG 423
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NTDB id 36450 LSE RS07080 WP 012985677.1 LPAMTIHRLLGMNGQEQMDDDAERLIDGRLLIVDEMSMVDIWLANQLFRALPAHMQVVLVGDQDQLPSVGPGQVLKDILHSKQIP 508
NTDB id 355 BSU 27480 NP 390625.1 LPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVIP 508
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NTDB id 36450 LSE RS07080 WP 012985677.1 TVALSDIYRQKDGSSIIEMAHNIKEGMLPADFTKNSADRSFFHCTVNQIGDVVEQVVKNAKNKGFRAKDIQVLAPMYRGPAGIDI 593
NTDB id 355 BSU 27480 NP 390625.1 TVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINE 593
consensus !! !*!!!!! *!!!!*!*!!**! !*!! ! ** !!!! *! !! *!!! !! !! !!* !!!!!!!!!!!!!*!!!
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NTDB id 36450 LSE RS07080 WP 012985677.1 LNKKLQEIFNPNDTGRRKEVQFGELKYRVHDKVLQLINQPEKNVFNGDIGEIISIIYAKENTEKQDMIVVQFDQTEVSYYRQEFN 678
NTDB id 355 BSU 27480 NP 390625.1 LNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFN 677
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NTDB id 36450 LSE RS07080 WP 012985677.1 QLTHAYCCSIHKAQGSEFPIVIMPIVRSYYRMLRRDLLYTGVTRSKQFLILCGEEEAFRMGVERVDENKRNTTLSERLTSEDVML 763
NTDB id 355 BSU 27480 NP 390625.1 QFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEM 762
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NTDB id 36450 LSE RS07080 WP 012985677.1 EQMTNKRILTVENIMEIDPMIGMEGITPDQFMAG... 797
NTDB id 355 BSU 27480 NP 390625.1 DAEL.EALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus * * * * *!* !!!!!!!! !! ***
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