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NTDB id 36406 MFS40622 RS06995 WP 012980981.1 ..MPKYLTTLYKRTIKRNVILFKKLGKEFDEKKFVLLLIIIAAIPILISYYLNLTLKSMIIFVVIYVGAALFIPSILYEN 78
NTDB id 57 MMJJ RS05245 WP 104837972.1 MDAKKYLDHVYHVLIVRNIKILKKTGRKLDERVFIGILLVITILPILLKIFLGFTLKTTLILTFVYLGSVLSLPTIMYES 80
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NTDB id 36406 MFS40622 RS06995 WP 012980981.1 KIETLENNIPQALYIMILALESGRSINEALLEVVKSNIKEVSDIFRKVLYLMENQKLSFEESMTIVSNLYDSKVLRMLAR 158
NTDB id 57 MMJJ RS05245 WP 104837972.1 KMDKFDKNIPKALYVMVLSLDSGRSVVEAINEVIRSGIPEVDVVFSKIVTLMTERKLSFEDAMILVSNSLDSKIFRQVGR 160
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NTDB id 36406 MFS40622 RS06995 WP 012980981.1 IMIENRKYGGDLADSLKILAKTLEDFKMYKKQLLSVTASGLAIGFIILCGVIPAVAALLGAYLIAVSGMLSGVAPIPPVK 238
NTDB id 57 MMJJ RS05245 WP 104837972.1 LIIENRKYGGELADTLKKLAKTLDDLQNLKSQLLSVTANGLAVGLIILCGVIPATAGLIGGYLTVISQLA...PTMPSVE 237
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NTDB id 36406 MFS40622 RS06995 WP 012980981.1 PEDISKRLEIVQMGTAIIGALFAIPIFGLKIGRMFVISAITMTVGVLAYYTILKIAPGLFS 299
NTDB id 57 MMJJ RS05245 WP 104837972.1 ASQISKAIETIQMGSGLFGLFFAVPLFGLKVNRMIITCAVCMTFAIGTFYAVLRLTGLLFA 298
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