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NTDB id 36392 LLO RS13060 WP 003635615.1 ..........................................................MKVIIINKQGFTLIELLITILVFCILL 27
NTDB id 1282 ACE17W RS10880 WP 010946369.1 MNKVITESQKFTLRNIANMLFCVESSVLPAQSNIAQKIQTQGIMYNDLCKDSFDTEAPLNSNPLSIAGFTLVELLVTLSVFAIIL 85
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NTDB id 36392 LLO RS13060 WP 003635615.1 PVLSGNVPSVVFDPHGLTTTSGNFKFCDSRGGAFARSIEVLATGFVQSGATPGQAVWDNSALTCP 177
NTDB id 1282 ACE17W RS10880 WP 010946369.1 PVITSNVSSVVFDPHGLSTTQSNFTMCDNRGNAFARSAMVLATGFVQSGTTPGQAVWNNGALNCP 235
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