logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1038 HON27 RS01510 WP 000993725.1
1292 VP RS12235 WP 005479693.1
1192 PAKAF RS23870 WP 024947914.1
1204 PSJM300 03935 AFN76865.1
1119 NGFG RS11465 WP 017147169.1
1191 AAC28468.1 484..945( )

1002 ACIAD RS15100 WP 004923779.1
1424 RS RS02795 WP 011000517.1
36382 LLO RS06305 WP 003632053.1
1258 GCO85 RS09745 WP 014844212.1
1274 LPP RS09530 WP 011214168.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1038 HON27 RS01510 WP 000993725.1
1292 VP RS12235 WP 005479693.1
1192 PAKAF RS23870 WP 024947914.1
1204 PSJM300 03935 AFN76865.1
1119 NGFG RS11465 WP 017147169.1
1191 AAC28468.1 484..945( )

1002 ACIAD RS15100 WP 004923779.1
1424 RS RS02795 WP 011000517.1
36382 LLO RS06305 WP 003632053.1
1258 GCO85 RS09745 WP 014844212.1
1274 LPP RS09530 WP 011214168.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1038 HON27 RS01510 WP 000993725.1
1292 VP RS12235 WP 005479693.1
1192 PAKAF RS23870 WP 024947914.1
1204 PSJM300 03935 AFN76865.1
1119 NGFG RS11465 WP 017147169.1
1191 AAC28468.1 484..945( )

1002 ACIAD RS15100 WP 004923779.1
1424 RS RS02795 WP 011000517.1
36382 LLO RS06305 WP 003632053.1
1258 GCO85 RS09745 WP 014844212.1
1274 LPP RS09530 WP 011214168.1

consensus

L WALV AR bt

........ Q F EISSI GYEN EGAVETKLSDV.......

|

IS e

.. . MKHSKQKKAQ[GuumRARUERAVSSNCAR NV A ISV ANV TIASIE\YS@RATVKALITWPAELH . YQENGIA. . . ... .. AAATL
........ Q) ASVNPLIGNTIE A REWSVKSGTGTEDATKKE

AEITPA AAFE A SEGHT SLVSSLP......
....... LLAEGQEEA NHGKW ENNTS . AVASP.

FKATAGLQpD GAWRADRGSF NAAALVA@NVIFD
NIENAGALVAGTPS . THGSSCV
USRI CAYOKGFTLIELMIVVAT GILAATATIPAYQDYT RAJ NAANAQ. .SDLS.V[§SSVF.
......... V NASS....GAAQLS.QGWVAP.
TABMTNNALIFATQAA . TEYVSP.
TABTNNALJJATQAA . TYVSP.
* DU b D e Dk b Dok Dokokokok sk ok ok ok ok ok *kk ok

YT¢6 s KTITI_T

ARYZeS .LX

va VDAKTAT6NVAT|

=CANTR] \//\)\/\/'\ L

.GFT.ATS.V. TYSIDAFTETD

AQLGMDVAAN.D.BEAIDSA.....

VPLGMABDAN .K . MEBTIALK. PDPAD

GFIGEMGHASTN.Y.C.TVTLI.A.

PTDEKE@KYVKE. ... .......VEVKNEVARNARZMLESGVNNETIKEKKESIH . . . . ... ...

SANGED KYFAP .......

GVQE@S SNA AT .CG.ASSA[EQpS

........ LTIAGTGTVPGQIT

........ N.....

........ PN Q.....

* ok
DA as R

VARKRS <= *_’ AVKF TESASGRSA TS L
149
139
150
141
166
153
147
168
144
136
136

K non conserved
B similar
B >50% conserved

127
130
139
131
139
141
136
149
131
124
124



