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Kw2 RS01765 WP 011675413.1 A.ANQKMS
KZH43 RS08665 WP 001085462.1 R.AEQK
SPD RS09265 WP 001085462.1 R.AEQK
SPR RS08825 WP 001085462.1 R.AEQK
SP RS09750 WP 001085462.1 R.AEQK
SMSK321 RS11065 WP 001085454.1 R.AEQK
SM12261 RS08315 WP 078228268.1 R.AEQK
Spy49 1753c ACI62003.1 R.AEQK
SMU RS09530 WP 002262392.1 R.AEQK
82 FEM46 RS09930 WP 021356874.1 A.AQTT
LCA RS02525 WP 011374196.1 K.VDTQ
BSU 16940 NP 389576.2 K.TDTR
DR RS12030 WP 010888966.1 .SKLD

Cj1673c YP 002345041.1 .EVEQ
C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1

ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
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NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT AQKINGGINAAF IDAEHALDPIYY ALNAL.GVN SQPD GEQ 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPI\Y ARWALGVN SQPD GEQ 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPEY ABWALGVN SQPD GEQ 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANINQKINGGINNAF IDAEHALDPIYY ARWAL GVN SQPD GEQ 153
NTDB id 527 SMSK321 RS11065 WP 001085454 .1 I EIYGPESSGKTT ANFAQKINGGIWNAF IDAEHALDPJAY ARWALGVN SQPD GEQ 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT AQKINGGINAAF IDAEHALDPIYY ALNAL.GVN SQPD GEQ 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIYY ARWALGVN QPD GEQ 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ANFAQKIGGINNAF IDAEHALDPEYY ARWALGVN SQPD GEQ 153
NTDB id 363782 FEM46 RS09930 WP 021356874.1 [SANREeINIIel G AIMYQKWNGGIWNA IDAENJALDPIYYAINSIL.GVN D LL SQPD GEQ 139
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIRYQKWGGIWNA IDAENA DPIQYARWNLGVN D LL SQPD GEQ 140
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIIQRINGGAENAF IDAEHALDPIYAMILGVN ELL SQPD GEQ 138
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT ANFN\QKINGGINMAF IDAEHALDPYY ARRNLGVNGSDELL SQPDINGEQ 152
NTDB id 1245 Cj16730 YP 002345041.1 I EIYGPESSGKTT AINGQKEAGGUISMAF IDAEHALDNAYY AIQYIL. G VN§YD L SQPDRIGEQ 139
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKINGGUASAF IDAEHALDAIY ARSYI.GV §§ NILL SQPD GEQ 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMOKNGGNASAF IDAEHALDERsY ANSHL.GV i LL SQPD GEQ 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHADYALG N EL SQPDINGEQ 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDNGEQ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MAF DAEHAIIDPWIY ARBML G V)Y SQPD GEQ 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MOAF DAEHAIDPUIY AISYL GVIY SQPD GEQ 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT MGAF DAEHAIIDPWIY ARBYL G V)Y SQPD GEQ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INGAFTDAEHALDUMRY ADIML G VIY SQPD GEQ 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 pIEENEEEINIIC YN SQPD GEQ 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT SQPD GEQ 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT RANGAF DAEHALDPNBYA[SL.GVN SQPD GEQ 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT IGAFTIDAEHALDPNYARRSLGV  DNILL 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INGAFIDAEHALDP[R]Y ARRSLGV DNILL 139
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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS.GDNKTQ KVVKNKVAPPF IM GEGISGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IIGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 MIGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IIGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 MIGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IIGSTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IIGSTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 MGTTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IIGNTQIKGTG.EQK KVVKNKVAPPF IYGEGIS K 311
NTDB id 363782 FEM46 RS09930 WP 021356874.1 BRAEQIKEGT. . ... KVVKNKVAPPF D 293
NTDB id 625 LCA RS02525 WP 011374196.1 IMRAETIKNGT. .. .. KVVKNKVAPPF D 294
NTDB id 115 BSU 16940 NP 389576.2 IRAEQLKQGN. . ... KVVKNKVAPPF D 292
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KVKNKVAPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S DY 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMRCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 RITGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IRTGS. .. .I.KKG KV KNKVAPPF D 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 IRITGS . ...I.KKG KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 IMRIGS. .. .I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IRITGA....I.KEG KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. I1.KEG KVVKNK AIPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R . .V.KEG KVVKNKVAPPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R .. V.KEG| KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .V.KEG KVVKNK APPF D 293
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NTDB id 600 KW2 RS01765 WP 011675413.1 N LDDSEVAETEEETTASKTKA ......... KAKKEEKAVETEEIEL
NTDB id 269 KZH43 RS08665 WP 001085462.1 K IDGEEVSEQDTENKKDE . . . oo v ... PKKEEA . . VNEEVPL
NTDB id 228 SPD RS09265 WP 001085462.1 K IDGEEVSEQDTENKKDE . . .. ... ...... PKKEEA . .VNEEVPL
NTDB id 194 SPR RS08825 WP 001085462.1 K IDGEEVSEQDTENKKDE . . . oo v ... PKKEEA . .VNEEVPL
NTDB id 159 SP RS09750 WP 001085462.1 K IDGEEVSEQDTENKKDE . . ... ... ..... PKKEEA . .VNEEVPL
NTDB id 527 SMSK321 RS11065 WP 001085454.1 K IDGEEAAE....SKKDE. ... ......... VAQVDS. .VNEEVTL
NTDB id 499 SM12261 RS08315 WP 078228268.1 K IDGEEIAE....SKKDE. .. .......... AAQVDS. .VNEEVTL
NTDB id 453 Spy49 1753c ACI62003.1 R LEESEEESAMAVASE . . oo oo oo E.oouun. TDDLAL
NTDB id 408 SMU RS09530 WP 002262392.1 K IEEDNTEEKQSSKEK . . o v v v oo e e ETDEK. . ADKNLVL
NTDB id 363782 FEM46 RS09930 WP 021356874.1 K DATGEETSETDDQA . . KKAKDKGTAKNGSKGQSKSTKATPAETAL
NTDB id 625 LCA RS02525 WP 011374196.1 N SDVPEEDLPTTEDEQINILPDDSTEE. . . v v vt veeeeeeenn.
NTDB id 115 BSU 16940 NP 389576.2 Q DNNGVVQQQAEETQEELEFEE . « v o v e e e e e e e e e et
NTDB id 1313 DR RS12030 WP 010888966.1 MAATRAGNAGEAPALAPAPAAPEAAE . . o oottt A.
NTDB id 1245 Cj1673c YP 002345041.1 DKiSEINCREIERARAK|= N2 R A DA TK AMQNSMElEGMT . . . . . SGSEDDE. .GE .+ v oo e et E
NTDB id 1211 C694 RS00795 WP 000963128.1 DKIGHeIA[REWWALIMKIZDK ABADRITLKBRES I[SNEET . . . . . MPLPDEP . .LE. . o oo oo e e e e EM
NTDB id 1214 NCTC11637 00359 SQJ03206.1 DKIGNCINOREWA LIKIHDK ABADRITLKBRES I[/SNEET . . . . . MPLPDEP. .LE. . s st oo EM
NTDB id 1334 RAOC RS04870 WP 004918236.1  DTIGNINCRDTVRELBKDNEABABAEAKBIEKLQAK . o o oo e e e e e e e e e e e e e
NTDB id 1389 A4US4 RSO7560 WP 021112712.1  GTHORel[RNIAV KK AN )i ADKBEQEMIN TLESNPNS . . . . . VLKATASDSND .« v oo e e e e e e ES
NTDB id 1130 NGFG RS03960 WP 003688695.1  GANGHEINEKDVEVIBIK)2N)HAdS iR A KBIALNEMEMHT . . . . . TEGT...... Qe e e DE
NTDB id 1124 NGFG RS03960 WP 003688695.1 G ARGHela[edDR| VR VIBAK |AN|DNhiSDihiD A KNI A L NEMEMHT . . . . . TEGT...... Qe et e DE
NTDB id 1123 0K783 RS03845 WP 003688695.1  GANGHEInEDN| v E vEBAKzN|Hhds DiokiD A KBIA L NEMEMHT . . . . . TEGT...... Qe e DE
NTDB id 1427 RS RS02760 WP 011000510.1 GERMCI[CRDNCREBARAN AJABAR|HENKMIELLEMTPMG . . . . . AV .TLAEEVEE . . o oo e oo et D.
NTDB id 1165 A1552VC RS01565 WP 000344154.1 GDRGREIAER ANTAC KEBIK|NNA K TEDK KBIEMLLNPENM. . . . . QLIAETSSAAD . o o et e e e e e DV
NTDB id 1142 GTF74 RS11550 WP 000344154.1  GDiGREInER ANIAC KEBAK|2N|HAlA K TEBK KBIEMLLNPENM. . . . . QLIAETSSAAD . o oottt DV
NTDB id 1205 PSJM300 05545 AFN77183.1  GSEGHela[elANINA KMSAEIAN|DNAIG QS Q QI AKLLMTSAN . . . . . TKATPVAEDLA .« oo e e e e e e DA
NTDB id 1022 ACIAD RS06390 WP 004925639.1  GNIGRCINERNNV I RESIE)N|DENLS TIoheE A VIBIEQLLTKASD. . . . . QTAA.HDETEE . « oo oo e et e e EP
NTDB id 1074 ABD1 RS10195 WP 000344167.1  GNIGHels[RNN\V I RMF EjN N@iABSER NBIEQLLTTGTN . . . . . GAVQ.I.EDEE. . oo oo e, EP
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