
logo

MI IKNNQTL I LGF
M
F
M
G
N
K
N
R
S
I
L
CTFLTSENFRKSC

L
C
L
I
T
A
C
F
L
I
L
S
VLLLSVACSTDGDNESDLVKNYINDEVKQSRKPGTREP I EP I

LPKSFAPLP I
SFKRFPDENDSDNR

NTDB id 36374 LLO RS04505 WP 003632471.1 ............MMNKRI............CCICFISLLLVACTDDNEDLVNYINDVKQRKTREIEPLPSFAPLPSFKFPDNSNR 61
NTDB id 1256 GCO85 RS04850 WP 011213356.1 MIIKNNQTLILGFFGNSLCTFLTSENFRKSLLTALLVLLLSACSGDNSDLVKYINEVKSRPGRPIEPIPKFAPLPIFRFPENDDR 85
consensus ************ *************** * * !!! !!* !! !!! !!!*!! !* !*!!!*! !!!!! !*!!*! !
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NTDB id 36374 LLO RS04505 WP 003632471.1 RSPFKPISQKKEVDVNAPDKNRPKQPLEAFPLDALKFVGILKQDNEIWALIELPNKGVTPARIGDYMGQNYGRIVSIKTDSIELI 146
NTDB id 1256 GCO85 RS04850 WP 011213356.1 RNPFKPIDQKKRNDIYAPDKKRPKQPLESFPLDALKFVGTLKKDNEIWALIRQPDGQISRVRVGDYMGQNYGRIILIKNDLIKLE 170
consensus ! !!!!! !!! !* !!!! !!!!!!! !!!!!!!!!! !! !!!!!!!! ! *** !*!!!!!!!!!!!* !! ! ! !

logo ETTVQKSSGKTWEKHQRSTKTI ENLDYTGKQE
NTDB id 36374 LLO RS04505 WP 003632471.1 ETTQSSGKWEKHRTKIELYTGK.. 168
NTDB id 1256 GCO85 RS04850 WP 011213356.1 ETVQKSGTWEKQSTTINLDTGKQE 194
consensus !! ! !! !!!* ! ! ! !!!**
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