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NTDB id 363683 FED53 RS04055 WP 138116603.1 MLQSKKRWNVKHIDDPLVDEFAKKLNITPLVASLLINRGIQTVEEASQFLHIEDESFHDPFLLEGMEETVARIRQAIENN 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !! !! * **! * ! !*!!!!!!!!!* !! ! ! ! !!! ! !*!!! * !! ! !!*!!! **

logo EKR IMIYGDYDADGVSTSTSVMLHSTVLGQKQLGSAQVDFYIPDNRFKTEGYGPNEQAFRQS IGKDEERGFYGSL IV ITVDTGIASAVHKEAKLVAAKE I
L

NTDB id 363683 FED53 RS04055 WP 138116603.1 ERIMIYGDYDADGVSSTSVMLSVLGQLGAQVDFYIPNRFTEGYGPNEQAFRQIGDEGYGLVITVDTGISAVKEAKLAAEI 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !*!!!!!!!!!!!!*!!!!!!* ! ! !!!!!!!! !! !!!!!!!!!!! ! * !* !*!!!!!!! !!*!!!*! !*

logo GFLDLVI ITDHHEPGPE I
LPDEAVRYAI IVHPKLQPGCGGTYPFKELAGVGVAFKLAHALLGEALPDEEHLLDELAAVIGTIADLVPLHVDGENRL I

NTDB id 363683 FED53 RS04055 WP 138116603.1 GFDLIITDHHEPGPEIPEAYAIIHPKLPGGGYPFKELAGVGVAFKLAHALLGEAPEHLLELAVIGTIADLVPLVGENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus ! !*!!!!!!!!!!!*!* !!*!!! !!* !!!!!!!!!!!!!!!!!!!!!! !**!!*!! !!!!!!!!!!* !!!!!
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NTDB id 363683 FED53 RS04055 WP 138116603.1 AKKGLRYLKSSTRPGVEALLKVCSVKKEDITEDTIGFALAPRINAVGRLQDANPAVDLLMSTHYEEAIELAKEIDALNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !! !* * !*!* !*!** * !*!*!! !!!!*!!!!!* ! !!!*!!!! * !! !!! !!! !!!!
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LAKGSARS IARGFDNLF
NTDB id 363683 FED53 RS04055 WP 138116603.1 RQQIVNEITQEAIDTVESLYPPSENAVLIIEGEGWNAGVVGIVASRLVEKFYRPTIVLSLDHETGLAKGSARSIAGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQG..LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! *! !!!* !! ** ** *** !!!*!!!!!!!!*!!**!!!! !!! *!*! !*!!!!!!!! !! !!
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NTDB id 363683 FED53 RS04055 WP 138116603.1 ANLSKSRDILPHFGGHPMAAGMTLEAKNVELLRQRLNEQAREVLTEQDFIPITSIDTICKVEDITIAGIEELQTLAPFGM 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !! *!!!!!!!!!!!!!!!!!! ! !* !! !!!! ! !!! !!!!* *! *! !!!!!* ! !** ! !!!!
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NTDB id 363683 FED53 RS04055 WP 138116603.1 HNPKPKVLVERVTPTSMRKIGSDKNHLKLVVEDNGLSIDVVGFGLGHVLDEVSPLAKVSLVGELSINEWNNIRKPQLMIE 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus *!!!!*!!!! * *!!!! ! !*!* * *!*!!! !** * * ! **!*!!!*!!!!!!! *!!!!!!
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NTDB id 363683 FED53 RS04055 WP 138116603.1 DVAVSEWQLFDYRNSFDMKRFFQEIFTKEMDIVTFNQQTVQKHATILPMDQVVEISTDEQASLYNSADKQMILLDLPDSK 640
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! !!!!!!!!! ! *** !!*! * * ! * !* !!* *!! * **!!!*!*!
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NTDB id 363683 FED53 RS04055 WP 138116603.1 ERLNLLFAEGKPARIYAMFVTENDSYFDTIPTREHFKWFYGLLAKRSPFDLKHYKEEIAIHKGWTKDTIDFICQVFFELE 720
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus * ! ! ! !!! *!* * !** ! ! !*!!!!*!* ! !! *!!*!** !*! !!!!* *!! !** !!!*!

logo FVKTI ENNGLVI
LSLVVKSGNASKPKRDL ITDESQVTYQRAKKQQLQI

MELMDEKQKNFL INYSSAYAEEQLKESEWFLENKLLMAKQSADDSEAYESTRRT
NTDB id 363683 FED53 RS04055 WP 138116603.1 FVTINNGLISLVKNSPKRDLIESVTYRKKQQQIEMEKNFIYSSYAQLKSEFEKLLASADE........ 780
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !! ! !!**!*! *!!!! *! !! !!! *!** !!! !! !!* !********
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X ≥ 50% conserved


