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NTDB id 36368 LLO RS02920 WP 012978820.1 MRQKIWSLTQSLRIYSICILCKQYHNDKMAVCSHCIELMPLLGPGCHHCAYPLPDTQFLVCGHCIKNPPSFDRAFIKYTFEEPLR 85
NTDB id 1270 LPP RS11540 WP 015961431.1 MLQKFLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRFEEPLR 85
NTDB id 1247 GCO85 RS11680 WP 015961431.1 ......................................MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRFEEPLR 47
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NTDB id 36368 LLO RS02920 WP 012978820.1 TLLHQFKYHNGLYLTSFLSYLIFKSLSSQVEMPQCLIPVPMHPQRIKRRGFNQAAILARSLAKKFKLPCDLFSCQKTLNTKPQAG 170
NTDB id 1270 LPP RS11540 WP 015961431.1 SLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQKIINTASQAN 170
NTDB id 1247 GCO85 RS11680 WP 015961431.1 SLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQKIINTASQAN 132
consensus *!*!!!!!!!!!!!*!!!**!****!******!*!!!!!!!!!*!*!!!!!!!!!*!*!*!!*****!*!!**!!!**!!**!!*

logo LDEGKEQRKR I
KNLRSHAFVYTVHPQPLVPTYQEHVAMI IVDDLLTTGNSTANELIAYHTLKKNSAGVKQRVDVIWCCCARTAI

V
E
TKHN

NTDB id 36368 LLO RS02920 WP 012978820.1 LDEKQRKINLRSAFVTHQLPYQHVAIIDDLLTTGNTANELAYTLKKSGVKQVDVWCCARTIEKH 234
NTDB id 1270 LPP RS11540 WP 015961431.1 LDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 234
NTDB id 1247 GCO85 RS11680 WP 015961431.1 LDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 196
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