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NTDB id 1089 NMB RS00600 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNAL.SAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1122 OK783 RS09595 WP 003705341.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNAL.SAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNAL.SAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGGVGIDKILSNITLNE..LLNYDDVAFRQMGWGAIQIRRWFKPE.....AKFIEPALVW 69
NTDB id 1466 ASU2 RS09750 WP 015674213.1 ......MSQTDLLKLLQIPQLGAQRIARLLSEVDFAQ..FCQYDKRQLQQIGWNEKQIQRWFNPE.....KRWIESALAW 67
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGE..FCQYDKTALKQMGWNERQIQRWFNPE.....HKWIDQALQW 68
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLK.LQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFD.....PDFIKTDLNW 69
NTDB id 36361 CSSP291 RS00175 WP 004388633.1 .....MSPTEIWLRLMAVYSLGGEVMVRAFQ..CLQNIP..GDPTDALQLAGLNSKQRALFFNYP.....QAKLETALRW 66
NTDB id 1445 BW25113 RS17035 WP 000228551.1 .....MVDTEIWLRLMSISSLYGDDMVRIAH..WVAKQS..HIDAVVLQQTGLTLRQAQRFLSFP.....RKSIESSLCW 66
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNIV..QYSTEQLQLLGLTAKQLQAW.SQV.....DKEVDACLTW 72
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 LQTHT.DFIVTPDDPAYPSQLIPYQDRPPILFGQGSIQSLIQPQIAVVGSRKPSPHGRQVAYDFSYFLSEKGFYITSGLA 158
NTDB id 1094 KZH42 RS01320 WP 002224767.1 EMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMA 155
NTDB id 1089 NMB RS00600 WP 002224767.1 EMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMA 155
NTDB id 1122 OK783 RS09595 WP 003705341.1 EMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMA 155
NTDB id 1120 NGFG RS10355 WP 020997408.1 EMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMA 155
NTDB id 1361 HI 0985 AAC22646.1 SQKEGN.HLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLA 148
NTDB id 1466 ASU2 RS09750 WP 015674213.1 AEQPNQ.RLLTLFDEEYPFLLRQISTAPPVLFVRGSISSLSLPQIAIVGSRDFSAYGEYWAGYFSEQLIKHHLAVTSGLA 146
NTDB id 1388 A4U84 RS04945 WP 062924099.1 AEQDQQ.QILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLA 147
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLA 149
NTDB id 36361 CSSP291 RS00175 WP 004388633.1 LDMPEH.HLLTALSPEYPVALRAIEWFPGALLVAGDPRALSRPQLAVVGSRHHSWYGEQWGSKLCYALAESGLVLTSGLA 145
NTDB id 1445 BW25113 RS17035 WP 000228551.1 LEQPNH.HLIPADSEFYPPQLLATTDYPGALFVEGELHALHSFQLAVVGSRAHSWYGERWGRLFCETLATRGVTITSGLA 145
NTDB id 1399 DSB67 RS15600 WP 010645755.1 VAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLA 152
NTDB id 1152 A1552VC RS00200 WP 000654772.1 RSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLA 150
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 HGIDEAAHQGSLVH.HRAIAVVGTGLDLCYPSGNKALKQHIRDQGGAIVSEFLPGTPPLQAHFPRRNRIVSGLSLGVLVV 237
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NTDB id 1122 OK783 RS09595 WP 003705341.1 SGIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAEK.GLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1120 NGFG RS10355 WP 020997408.1 SGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAEK.GLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1361 HI 0985 AAC22646.1 LGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVV 228
NTDB id 1466 ASU2 RS09750 WP 015674213.1 IGIDGFCHQRAVAEQGITIAVLGSGLDQVYPARHKKLAEQIVESGGALVSEFFPNHPPLAENFPRRNRIISGLSLGTLVV 226
NTDB id 1388 A4U84 RS04945 WP 062924099.1 IGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVI 227
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITEN.GLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVI 228
NTDB id 36361 CSSP291 RS00175 WP 004388633.1 LGIDAVAHRSALKAQGKTIAVLGNGLAQVYPARHRKLAEEIVERGGALVSEFPFEAQPRPAHFPRRNRIISGLSVGVLVV 225
NTDB id 1445 BW25113 RS17035 WP 000228551.1 RGIDGVAHKAALQVNGVSIAVLGNGLNTIHPRRHARLAASLLEQGGALVSEFPLDVPPLAYNFPRRNRIISGLSKGVLVV 225
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAEN.GALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVV 231
NTDB id 1152 A1552VC RS00200 WP 000654772.1 LGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIAQ.GALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVV 229
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