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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 363552 FE254 RS08750 WP 273254908.1 ....MLALALGLLTLRFLPSLPPGWLLL..AAACAGLSLLFT......RV....YPLGFFLLGLAWACSSAQSALDDRLD 64
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLL..ALAPVGLLLLPF......RW....RPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 363552 FE254 RS08750 WP 273254908.1 PQLDGRTLWLEGRVVGLPEVSDGVVRFLLEEAHS.RRAELPKRIRVAWYGG....................PRVQGGERW 123
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 363552 FE254 RS08750 WP 273254908.1 RLAVNLKRPHGLVNPQSFDYEAWLLAQRIGATGTIKAGERLAPA............SGLGSWRDGLRQRLLA.VPAFQRE 190
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLT.VEAHGRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 363552 FE254 RS08750 WP 273254908.1 GAIAALVLGDGSGLSTGDWRLLQHTGTVHLMVISGQHIALLAGFLYGLVALLAKLGAW.........PARWPWLPCACAL 261
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIW.........PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 363552 FE254 RS08750 WP 273254908.1 ALSGALIYGVLAGFEVPVRRACVMVALVLLWRMRFRHLGAWWPLLLALIVVLLLEPLASLQPGFWLSFSAVAVLVLVFGG 341
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 363552 FE254 RS08750 WP 273254908.1 .......RL.......GVWGWWRGLTRAQWTMAIGLLPMMLILGLPVSSSGPLANLVAVPWVGMVVVPLALLGTLLLPVP 407
NTDB id 1199 PSJM300 12650 AFN78592.1 .......RL.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 363552 FE254 RS08750 WP 273254908.1 VVGEGLLWLAGGALHLLFELLGVIAEWLPAWLPSDLPLWAWLLAAAGALLLLLPAGVP...LRLPGLALLLPALLLPPKQ 484
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 363552 FE254 RS08750 WP 273254908.1 LLDGRADVWVLDVGQGLAVLVRTREHALLYDAGPRFGDFD.TGERIVLPSLRALNVRHLDLMLLSHADNDHAGGALAIKA 563
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFD.IGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 363552 FE254 RS08750 WP 273254908.1 GMPVRRVISGEPQR.......LADALGAEACESGQSWQWNEVTFRLWQWQ......RASSGNQLSCVLQIEAAGERLLLT 630
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 363552 FE254 RS08750 WP 273254908.1 GDIDVQAERALTQADF..PLASHWLLAPHHGSRTSSSQAFIDAVEAQHVLITRSRHNAFGHPHPQVLERYRAAGVEVHDT 708
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 363552 FE254 RS08750 WP 273254908.1 ALDGALHLRLGEHA..AARALRREPRFWREK................. 737
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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