
logo MKKSKWLALAGVALLSGVGAVLAACSSKSSNTSGTTYGYVYNSSDPESTLDYITSNTGPTKTSAVVTNGVDGMLLMENADNKHYGNLVPSFVAEDWSV
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logo DQEDALEVRGFTDGAYSNLFARVYFPTSSNYSASVEKKYKDNI FYYTAPGASTSAIGVINLIDRQSYKFYSTAKKTDASEKTSSTKKALLNKDFRQSAI
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NTDB id 324 STU RS16140 WP 011226306.1 DQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKTDSEKSSTKKALLNKDFRQAI 340
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logo YLDI FKTTSSENTKTAFMGYDDPNNAAAAQVGLKDYDALLDNSAASETTSDLNAVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAVI SRL
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