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NTDB id 363492 EQO03 RS03240 WP 071757229.1 KQYLVETFKKELPQTKAGMVQYLASDLFKGIGKRTAEKIVDHLGEHAISKIMDDPDALNGVV..NKQKAQEIYETIVEHQ 158
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NTDB id 363492 EQO03 RS03240 WP 071757229.1 VSLQLGHVYMGKDQLVRETMSLLNNQE...GRVTEEDIIGCIEMMQSEGKVIIEEERIYLASLFYSEKGVVKSIRRLMNQ 315
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
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NTDB id 363492 EQO03 RS03240 WP 071757229.1 E.ETPSFPEAEVLKTLGEIEEQLNVQYAPFQQEAIQTALHKPMMLLTGGPGTGKTTVIKGIVEMYASLHGLSLNPNEYSD 394
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK 399
consensus * * !!! ! ! !!!*!! * !!!!! ! !!!! !!* !!*!!!!!!!!!!!!!!*!!!!*!* !!!*!! ! !

logo DENAPFP I LVLATAPTGRAAKRMSESTGLPACVTIHRLLGWNTGPAEEGGSFQTHRNTEDTDQP I
V
E
QGKLL I IDEAFSML

VDIWLANHQLFKAS ILPDTHNIQ
NTDB id 363492 EQO03 RS03240 WP 071757229.1 DNPFPILLTAPTGRAAKRMSESTGLPACTIHRLLGWTPEGSFQRNETDPVQGKLLIIDEFSMVDIWLANQLFKSLPTNIQ 474
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NTDB id 363492 EQO03 RS03240 WP 071757229.1 VVKKVCENAKTKGFSARDVQVLAPMYRGPAGINVLNEALQEVFNPKREKSKEIAYGDVVYRRGDKVLQLVNQPESQVFNG 634
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NTDB id 363492 EQO03 RS03240 WP 071757229.1 DIGEIVSVFYAKENVEQQDMIIVSFDGIEVTYTKPDLNQITHAYCCSIHKSQGSEFPIVIMPIVKSYNRMLRRNLIYTGI 714
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NTDB id 363492 EQO03 RS03240 WP 071757229.1 TRSKKFLIICGEEAAFQSGVNRLDDAMRQTTLANRLQESQGEVQ..........MVTVNGEEMDVENISPYDFM..... 778
NTDB id 355 BSU 27480 NP 390625.1 TRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
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