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NTDB id 205 SPR RS08830 WP 000642700.1 SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFRGGFVTYS
NTDB id 239 SPD RS09270 WP 000642701.1 SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAIFSGVSSIFI®GGFVTYS
NTDB id 538 SMSK321 RS11060 WP 000642686.1 SLRDCYGYGEESLASIVVE.ELK QGKTIWAAESLTAGLFQATVA FSGINSSIFKGGFVTYS
NTDB id 510 SM12261 RS08320 WP 000642690.1 LDILENQILEUQTFEG
consensus kokok Dskok |oskok skoskokokoskokokkokskoksk |k | %ok ok | ook ok ok ok ok k ok %ok ockok | ookokokok | [ ook skokokok ok kokokook |k D] koskok ok k
Lgﬁﬁé Ll dl \/S o s T LT DSnE N
By ,\gv D.vKé B rEéH ,\\I Q v /\5 V,VL.K |' bnﬁéu\rﬁ S(BEQEIE!.LE\.‘E/ELE
NTDB id 363483 EQO03 RS00185 WP 071758853.1 EEV A ECRYL V GLLKE) T ARSI F NeA N Ne M SIHHE PeSRARWI T KDEP TVARFIBLHL
NTDB id 124 BSU 16930 NP 389575.2 KKET, AATSDGISTGVAGPD Qe IEPEHVANNEISRS ANGKE . EMEFHF
NTDB id 462 GPW51 RS00385 WP 012774894.1 L
NTDB id 412 SMU RS09535 WP 002262393.1 Q
NTDB id 170 SP RS09755 WP 000642718.1 LEEKSRMLDIPBKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ
NTDB id 280 KZH43 RS08670 WP 000642700.1 LEEKSRMLDIPIKINLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ
NTDB id 205 SPR RS08830 WP 000642700.1 LEEKSRMLDIPRKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ
NTDB id 239 SPD RS09270 WP 000642701.1 LEEKSRMLDIPBKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ
NTDB id 538 SMSK321 RS11060 WP 000642686.1 LEEKS MLDIPUKDBLEE@MGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPINGTVFIGLAQ l
NTDB id 510 SM12261 RS08320 WP 000642690.1 LEEKS MLDIPWKPLEEMNGVVSEFTAQKMAEQARMKTQSDFG SLTGVAGPDSLEGHPE\GTVFIGLAQ
consensus % >k 5k >k >k 5k X k % % * * >k %k % %k sk >k 3k ok >k k ok |k sk ok ok ok ok * |k ok ok ok ok | * | sk ok ok k | sk % >k 5k % % % % % % %k %
AR
NTDB id 363483 EQO03 RS00185 WP 071758853.1 412
NTDB id 124 BSU 16930 NP 389575.2 416
NTDB id 462 GPW51 RS00385 WP 012774894.1 393
NTDB id 412 SMU RS09535 WP 002262393.1 418
NTDB id 170 SP RS09755 WP 000642718.1 418
NTDB id 280 KZH43 RS08670 WP 000642700.1 418
NTDB id 205 SPR RS08830 WP 000642700.1 418
NTDB id 239 SPD RS09270 WP 000642701.1 418
NTDB id 538 SMSK321 RS11060 WP 000642686.1 418
NTDB id 510 SM12261 RS08320 WP 000642690.1 418
consensus

X non conserved
B similar
> 507 conserved

306
311
308
308
312
312
312
312
312
312

386
390
370
388
392
392
392
392
392
392



