
logo MKTKRSKVWLALAGVTALLASGAVGAVLAACSGSGKASGSNATKSGEQTTFYAGFYTVYENSTSEDPDENSTLNDYLITTSGNKTAGAPTAKNTSAIVTVSTNVGI
VDGLLMENADRKYGNL IVPSMVAEDWS

NTDB id 36334 SMI RS08925 WP 000857578.1 MKTRKVLALAGVTLLAAGVLAACSGGAGAKGEQTFAFTYETEPDNLNYLTTGKAATANITSNVIDGLLENDRYGNLIPSMAEDWS 85
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSSTSG.TTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVAEDWS 84
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSG.TTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDWS 84
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSG.TTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDWS 84
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logo VSQKDGLTYTYKIRKDGAVIKWYTSDEGEEYADPNVKTAQKDFVTGLQKYHATADGKSKSAEGAGI
LYLVQDS IKAGLDSADYALKSGAETNKDFSQNVGI

VKALIDEDQYTVLQY
NTDB id 36334 SMI RS08925 WP 000857578.1 VSKDGLTYTYKIRKDAKWYTSEGEEYAPVKAQDFVTGLQYATDKKSEALYLVQDSIKGLDAYAKGENKDFSQVGIKALDDQTVQY 170
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVKAIDDYTLQY 169
NTDB id 324 STU RS16140 WP 011226306.1 VSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDEYTLQY 169
NTDB id 292 STER RS06940 WP 011681419.1 VSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDDYTLQY 169
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logo TLNKKQPESPFYWNSKTTMYGSVLLASFPVNEEDFLNKSNKGDKDFAGKASGTDPSTS I LYNGPFVLLKSLVTAKSSVI EFLATVKNPEHNYWDKDKNVHI
FDKAVIKFLSFYW

YDG
NTDB id 36334 SMI RS08925 WP 000857578.1 TLNKPESFWNSKTTMGVLAPVNEEFLNSKGDDFAKAGDPSSILYNGPFVLKSLVAKSSVEFAKNPNYWDKDNVHIDKVKLSFWDG 255
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKKNVHFDAIKLSYYDG 254
NTDB id 324 STU RS16140 WP 011226306.1 TLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYDG 254
NTDB id 292 STER RS06940 WP 011681419.1 TLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYDG 254
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logo

Q
SDTQESDKAPLAEVERNGFKTNDGSALYSTNLVFARLVSYFPTNSASSNFYSAESLVEKTKMYKDNI FVYYTQAQPDGSATSTYSLAVIGTVINLIDRQSYKFYSTSAKTKSTDAESQEKSTSTKKALLNKDFRQSA

NTDB id 36334 SMI RS08925 WP 000857578.1 QDTSKPAENFKNGSLTVARLSPTNASFAELEKTMKDNIVYTQQDSTTYLVGTNIDRQSYKYTSKTSDEQKTSTKKALLNKDFRQA 340
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKTDAEKTSTKKALLNKDFRQS 339
NTDB id 324 STU RS16140 WP 011226306.1 SDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKTDSEKSSTKKALLNKDFRQA 339
NTDB id 292 STER RS06940 WP 011681419.1 SDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKTDSEKSSTKKALLNKDFRQA 339
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logo IANFGAFIDRKTAYAQSQMVINGAKSDGAASTKLGIALVRNLFVPPSTDFVQSADGGDKNTFGDMLVKTEKLMVSTSYGDEWKSDGVNLFTADAGSQDGLYNPANEKAKATEFAKAKETDTAL
NTDB id 36334 SMI RS08925 WP 000857578.1 IAFGFDRTAYASQVNGASGASKILRNLFVPPTFVQADGKNFGDMVKEKLVTYGDEWKDVNFADAQDGLYNPNKAKAEFAKAKTAL 425
NTDB id 475 HSISS4 RS07005 WP 021143809.1 INFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFTDGQDGLYNAEKAKTEFAKAKETL 424
NTDB id 324 STU RS16140 WP 011226306.1 INFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFADSQDGLYNAEKAKTEFAKAKDAL 424
NTDB id 292 STER RS06940 WP 011681419.1 INFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNLADSQDGLYNAEKAKTEFAKAKDAL 424
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logo QAEDGVTQFP IHLDMLPVNDQTSASTKI
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NTDB id 36334 SMI RS08925 WP 000857578.1 QAEGVTFPIHLDMPVDQTATTKVQRVQSFKQSVEETLGTDNVVIDIQQLQKDEVNNITYFAETAAGEDWDISDNVGWGPDFADPS 510
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQNATLNAANAAAEDWDISNGVIWGPDYQDPS 509
NTDB id 324 STU RS16140 WP 011226306.1 QADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLENVTLNAANAAAEDWDISNSVAWAPDYQDPS 509
NTDB id 292 STER RS06940 WP 011681419.1 QADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLENATLNAANAAAEDWDISNSVGWAPDYQDPS 509
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logo TYLDI IFKPTSTVSGSESNTKATYFLMGFYDSDGPKNDNVAAAKAKQVGLYKDYEDKALVLDTNESADADSETSTDVLANAKVRYDKRYAAQAQAWLTEDSASL IV IPTLTSVLGTNGARAPAIVLI S
NTDB id 36334 SMI RS08925 WP 000857578.1 TYLDIIKPSVGESTKTYLGFDSGKDNVAAKKVGLYDYEKLVTEADDETTDVAKRYDKYAAAQAWLTDSALIIPTTSLTG.RPILS 594
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TYLDIFKTTSSENTKTFMGYDDPN.NAAAAQVGLKDYDALLDSAASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVIS 593
NTDB id 324 STU RS16140 WP 011226306.1 TYLDIFKTTSSENTKAFMGYDDPN.NAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAIS 593
NTDB id 292 STER RS06940 WP 011681419.1 TYLDIFKTTSSENTKAFMGYDDPN.NAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVIS 593
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NTDB id 36334 SMI RS08925 WP 000857578.1 KMVPFTMPFAFSGNKGTSDPLLYKYLELQDKAVTVDEYQKAQDKWMKEKEESNKKAQEELAKHVK 659
NTDB id 475 HSISS4 RS07005 WP 021143809.1 RLTPFTGASMQVGDKNS..SDYFKYVKPQEKVVTKKEYEQSREKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 RLTPFTGASLQVGDKNSS.NDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 RLTPFTGASLQVGDKNSS.NDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
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