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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 363256 TCK1 RS07440 WP 027609507.1 MRTGMFALALGLLCLGFLPVLP........SVGWLIALAACAVASLFTRVWPLGCFL....LGLCWACGSAQLALDDRLAAGLDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLP........SFGWLLALAPVGLLLLPFRWRPLAFFL....FGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 363256 TCK1 RS07440 WP 027609507.1 RTLWLEGRVVGLPARTAQGVRFELDAARS.RRAELPQRLQLSWFG....................GPPLRAGEQWRLAVTLQRPA 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 363256 TCK1 RS07440 WP 027609507.1 GLLNPHGPDREAQLLARRVGATGTVKAGQLLA..............PVTGGWRDALRQRLLAVEANGR.TAALVALVLGDGAGLA 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHGR.AGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 363256 TCK1 RS07440 WP 027609507.1 REDWQTLQATGTVHLLVISGQHIGLVAGLLYGLV.......AGLARWGLWP..VRLPWLPWACGLAMAAALAYGWLAGAGVPVQR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVV.......LLLARWGIWP..QRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 363256 TCK1 RS07440 WP 027609507.1 ACLMLAVVLLWRLRFRHLGALLPLLLALVVVLLVEPLAALLPGFWLSFSAVATLLYCFSAR..............LGGWRPWRAW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRGR..............LGVPSWWRAL 356
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VPVWVI SFLVALVTVLTVPLALMLGSTAFVLLWPELVPGWLSVQGPEVAL ILWALEAAGSGFLALADWVLMLPFERWGLDLALAIVLAGPQGQWGQRSPVA
NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 363256 TCK1 RS07440 WP 027609507.1 TRAQWVIAIGLLPVLLATGLPVSLSAPLANLVAVPWISLAVLPLALLGTVLLPLPGVGEALLWLAGGLLDLLFRGLALVAQQRPA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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VGQGALSATVLLVERTARDGHHANRLLFYDTAGPAR
NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 363256 TCK1 RS07440 WP 027609507.1 WMPPALPVWAWLLVCLGALLLLLPRGVP...LRGLGGVMLLAL.WVPREPVPLGQVEVWQLDVGQGLAVLLRTRHHNLLYDAGPA 520
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 363256 TCK1 RS07440 WP 027609507.1 KGDS.DLGERVVLPTLRKLGVAALDVMLVSHAHADHAGGAAAIQRGLPVRRIIGGEAL..........GDVPLQPCVSGERWDWD 594
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 363256 TCK1 RS07440 WP 027609507.1 GVRFSLWRWA......DAQSSNDRSCVLMVEAQGERLLLAGDMEAGAERAWLAAT..EAPGIDWLQSPHHGSRSSSSEAFIRATA 671
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIET..RGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 363256 TCK1 RS07440 WP 027609507.1 PRGVLISRGRNNSFGHPHVQVLERYRRYGVAIHDTAVEGALRLVVGRQGEVEG....VRGQRRFWRAQLD............... 737
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFGGARR....MRDEPRFWREK................. 741
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