
logo MS
TETGFKRYS I LASGSSGNSFYLETPKQKKRI

LL IVDAGLSGKKI STQSLLMAE IDNRKPVDEDLVDAI L IVTHEHKSDHIHGVGVLARKYGLMDLVYANAE
NTDB id 36319 SMI RS05955 WP 000004959.1 MSETGFKYSILASGSSGNSFYLETPKKKLLVDAGLSGKKITSLLAEINRKPEDLDAILITHEHSDHIHGVGVLARKYGMDLYANE 85
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus !*!!!!*!!!!!!!!!!!!!!!!!! !**!*!!!!!!!!!* !*!!! !!**!*!!!!*!!!! !!!!!!!!!!!!!!*!*!!!

logo

A
KTWQAMDEGNSKMYI

LGKI
VDSVSQKHI FDELMGKTI

KTFGDIDI ESFGVSHDAAVAQPQFYRFLMKDDGKSFVI LTDTGYVSDRMADGI
L
I
VENADGYL I

NTDB id 36319 SMI RS05955 WP 000004959.1 KTWQAMENSKYLGKVDSSQKHIFEMGKTKTFGDIDIESFGVSHDAVAPQFYRFMKDDKSFVILTDTGYVSDRMAGIVENADGYLI 170
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMDG..MIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLI 168
consensus !!!!!* ** *!!*! !!!!!!**!!! !!!!!!!!!!!!!!!! !!!!! !!! !!!!!!!!!!!!!!!!! **!!!!!!!!

logo ESNHDI
VE I LRASGI

SYAPWRSLKQR I LSDKLGHLSNDEDGAEATMI
VRTLGNKRTKKIYLGHLSKENNI

VKELAHMTMKVNAQLAMQADLAGVDGHVDFKI
V

NTDB id 36319 SMI RS05955 WP 000004959.1 ESNHDVEILRAGSYAWRLKQRILSDLGHLSNEDGAEAMIRTLGNRTKKIYLGHLSKENNIKELAHMTMVNQLAQADLGVGVDFKV 255
NTDB id 383 SMU RS06875 WP 002262928.1 ESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKI 253
consensus !!!!!*!!!! ! !*! !!!!!!!! !!!!!*!!!! !*!!!!!*!!!!!!!!!!!!!!*!!!!!!!! ! ! !!!!*! *!!!*

logo YDTSPDTALTPLATDKI
NTDB id 36319 SMI RS05955 WP 000004959.1 YDTSPDTATPLTDI 269
NTDB id 383 SMU RS06875 WP 002262928.1 YDTSPDTALPLAKI 267
consensus !!!!!!!! !! !
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