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NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQL 320
NTDB id 363039 FD725 RS25240 WP 179050683.1 .....................MTNSSPQRRS......................TALTTRTEFSPFGNKLVQSGYVNTDQM 37
NTDB id 1410 SGL RS13950 WP 010873519.1 .....................MTSSSSSKKS......................RAVALRNYFSPFGNKLVAGGHVDAEQL 37
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NTDB id 1306 DR RS10060 WP 027479822.1 REALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLAR.......SLAAQLGYEFL 393
NTDB id 363039 FD725 RS25240 WP 179050683.1 RQALIESRKSGRPLT..EVLE...........................SITGRQLSPEFLRQYKKQQLFELKILYGVEFL 88
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NTDB id 1306 DR RS10060 WP 027479822.1 DPIQNPPDP.....KVALMIPEATARRYVVVPVRLQ....GNSLVVAMKDPRNVFALDDLKLIT...GKEILPAVMAEKD 461
NTDB id 363039 FD725 RS25240 WP 179050683.1 DPEVNDVGSTMVGNLIDTLIPVDICRRHRLVPLSKNDEQTPPCVLVAMVDPDNLEASDDLNRILRPQGLTLNRMVITQED 168
NTDB id 1410 SGL RS13950 WP 010873519.1 DPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQ.EGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRRLVVTQDD 167
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NTDB id 1306 DR RS10060 WP 027479822.1 IIRLIERYFGEKGFE..............KLNKELAERN.........KTQQSQEADLSVADESAIVQVVDSIIREAALQ 518
NTDB id 363039 FD725 RS25240 WP 179050683.1 YQQLINHYLDELAVR...QKHLEQEK.FTDINQDLENLGNLDIQDAPDDMEADLGAAMKGAEDAPVINLVNRILAKALHE 244
NTDB id 1410 SGL RS13950 WP 010873519.1 FNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAKALQE 247
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NTDB id 1306 DR RS10060 WP 027479822.1 DASDIHIETTEDAVKVRYRIDGALREQ.NSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLPT 597
NTDB id 363039 FD725 RS25240 WP 179050683.1 KVSDIHIEPQEENLRIRFRKDGVLREAFDPLPKRIIPAVTARFKIISNLDIAERRLPQDGRIRRMFEGRKVDFRVNTLPS 324
NTDB id 1410 SGL RS13950 WP 010873519.1 GTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNTLPS 327
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NTDB id 1306 DR RS10060 WP 027479822.1 VYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIE 677
NTDB id 363039 FD725 RS25240 WP 179050683.1 RYGEKVVLRILDNSSTQLGLNKLITDPDTLAIVQDMVSKPFGLILVTGPTGSGKTTSLYSALAEKNSPGINISTVEDPIE 404
NTDB id 1410 SGL RS13950 WP 010873519.1 RYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAEDPIE 407
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NTDB id 1306 DR RS10060 WP 027479822.1 YEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIE 757
NTDB id 363039 FD725 RS25240 WP 179050683.1 YSLPGITQVQVIREKGLDFATALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIARLGEMGIE 484
NTDB id 1410 SGL RS13950 WP 010873519.1 YALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEMGVE 487
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NTDB id 1306 DR RS10060 WP 027479822.1 NFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRG...............ANLMRGTGCPRCGGTGYK 822
NTDB id 363039 FD725 RS25240 WP 179050683.1 PFMVSSSLIGVLAQRLVRRVCGDCRIAYTPTTEELARYGMTAAQEVAVTFYKANTVPAEAIAEAKAKNQLCPSCNGVGYK 564
NTDB id 1410 SGL RS13950 WP 010873519.1 PFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCSGSGYK 567
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NTDB id 1306 DR RS10060 WP 027479822.1 GRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS............... 887
NTDB id 363039 FD725 RS25240 WP 179050683.1 GRCGVYEVMRVTENLQTLINEEAPTERIKEVAVEE.GMKTLLAYSLDLVRHGATTLEEVERVTFTDTGLEAELKAKRKSG 643
NTDB id 1410 SGL RS13950 WP 010873519.1 GRVGVYEVMRNSERIAELINQGATTDRIKDCAVEE.GMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKRKSA 646
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logo LTCRTCAHAEQLQPQEWLDCPYCMTSRFQSD
NTDB id 1306 DR RS10060 WP 027479822.1 ........................... 887
NTDB id 363039 FD725 RS25240 WP 179050683.1 LTCRTCHAQLQPEWLDCPYCMTSRFQD 670
NTDB id 1410 SGL RS13950 WP 010873519.1 LTCRTCAAELQQEWLDCPYCMTSRFS. 672
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