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NTDB id 363030 FD725 RS07035 WP 179047457.1 MAKPKTFYICNECGSESPQWFGKCPACGTYNSLEEQITIQSSVDVPSRGVGGWQSQSNGKPGAKPAKPRASLTFDQITDR 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQT..V..........QKPSPITSIETS 68
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.....K..........TKPMKLAEVTSI 65
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.....K..........TKPMKLAEVTSI 65
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.....K..........TKPMKLAEVTSI 65
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.....K..........TKPMKLAEVTSI 65
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.....K..........TKPMKLAEVTSI 65
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.....K..........TKPMKLAEVTSI 65
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NTDB id 363030 FD725 RS07035 WP 179047457.1 QIARWESGYGELDRVLGGGVVPGSMVLIGGDPGIGKSTLLLQVSNQLAQR.YRILYVTGEESGQQVKLRASRLGVSKPLN 159
NTDB id 125 BSU 00870 NP 387968.1 EEPRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINN... 145
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID... 141
NTDB id 279 KZH43 RS00140 WP 074017595.1 NVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID... 141
NTDB id 238 SPD RS00140 WP 074017595.1 NVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID... 141
NTDB id 204 SPR RS00140 WP 074017595.1 NVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID... 141
NTDB id 169 SP RS00155 WP 074017595.1 NVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID... 141
NTDB id 509 SM12261 RS00130 WP 078228442.1 NVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID... 141
consensus ***!******!**!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!*!!*** ***!!**!!!!**!*!!!!*!!!***

logo

VVSDENETTVTEASVPE IVETIGP
S
D
S
E
L
F
H
YVLLYPSAETDNLMEQEYS IVLSRRSTAAE I

V
D
Q
E
E
S
R
L
M
I
K
N

QPNSDVFTVLVIVIDS IQTVI FYMF
Q
S
S
P
A
D
E
L
ITSSGAVPQGSVASQVRECVTAAELM

NTDB id 363030 FD725 RS07035 WP 179047457.1 VVSDENETTVTEASVPEIVETIGSDLYVLPETDLEEILREVDSLKPNVTVIDSIQTVFFPALTSAPGSVAQVRECTAALM 239
NTDB id 125 BSU 00870 NP 387968.1 .......................PSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELM 202
NTDB id 537 SMSK321 RS07120 WP 080550752.1 .......................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELM 198
NTDB id 279 KZH43 RS00140 WP 074017595.1 .......................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELM 198
NTDB id 238 SPD RS00140 WP 074017595.1 .......................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELM 198
NTDB id 204 SPR RS00140 WP 074017595.1 .......................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELM 198
NTDB id 169 SP RS00155 WP 074017595.1 .......................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELM 198
NTDB id 509 SM12261 RS00130 WP 078228442.1 .......................SEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELM 198
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LAGPKRLVMLEHLMVDTVLYFEGDERFHAHSTHFRLI LRTAVKNRFGASTHNEMIG I FEMRVQESEHGGLRTVEVPLNPSEQ
NTDB id 363030 FD725 RS07035 WP 179047457.1 KVAKHEDITMLIVGHVTKEGAIAGPKVLEHLVDTVLYFEGDRFASHRLLRTVKNRFGATHEIGIFEMVEHGLREVPNPSE 319
NTDB id 125 BSU 00870 NP 387968.1 KIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSE 282
NTDB id 537 SMSK321 RS07120 WP 080550752.1 QLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQ 278
NTDB id 279 KZH43 RS00140 WP 074017595.1 QLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQ 278
NTDB id 238 SPD RS00140 WP 074017595.1 QLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQ 278
NTDB id 204 SPR RS00140 WP 074017595.1 QLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQ 278
NTDB id 169 SP RS00155 WP 074017595.1 QLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQ 278
NTDB id 509 SM12261 RS00130 WP 078228442.1 QLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQ 278
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NTDB id 363030 FD725 RS07035 WP 179047457.1 LFLGNRDDPAPGTAIVVACEGTRPIVVELQALVSPTSYPSPRRAATGIDYNRLVQILAVLEKRVGIPMSKLDSYVASAGG 399
NTDB id 125 BSU 00870 NP 387968.1 IFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGG 362
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGG 358
NTDB id 279 KZH43 RS00140 WP 074017595.1 VFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGG 358
NTDB id 238 SPD RS00140 WP 074017595.1 VFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGG 358
NTDB id 204 SPR RS00140 WP 074017595.1 VFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGG 358
NTDB id 169 SP RS00155 WP 074017595.1 VFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGG 358
NTDB id 509 SM12261 RS00130 WP 078228442.1 VFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGG 358
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NTDB id 363030 FD725 RS07035 WP 179047457.1 LNVAEPAVDLGIAIAIVASFRDRIVDPGTVLIGEVGLGGQVRAVSQMELRLKEAAKLGFKRAIVPKGQKFPN...LNIEI 476
NTDB id 125 BSU 00870 NP 387968.1 VKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEV 442
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQV 438
NTDB id 279 KZH43 RS00140 WP 074017595.1 VKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQV 438
NTDB id 238 SPD RS00140 WP 074017595.1 VKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQV 438
NTDB id 204 SPR RS00140 WP 074017595.1 VKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQV 438
NTDB id 169 SP RS00155 WP 074017595.1 VKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQV 438
NTDB id 509 SM12261 RS00130 WP 078228442.1 VKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQV 438
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NTDB id 363030 FD725 RS07035 WP 179047457.1 LPVSKVIDAIIAAIPHQELTEEDFNLDEEQEE 508
NTDB id 125 BSU 00870 NP 387968.1 IGVANVAEALRTSLGG................ 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 IGVTTIQEVLKKVFA................. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 IGVTTIQEVLKKVFA................. 453
NTDB id 238 SPD RS00140 WP 074017595.1 IGVTTIQEVLKKVFA................. 453
NTDB id 204 SPR RS00140 WP 074017595.1 IGVTTIQEVLKKVFA................. 453
NTDB id 169 SP RS00155 WP 074017595.1 IGVTTIQEVLKKVFA................. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 IGVTTIQEVLKKVFA................. 453
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