logo

NTDB id 36301 SMI RS01700 WP 001291304.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1
NTDB id 328 STU RS16110 WP 002951426.1
NTDB id 296 STER RS06910 WP 011681415.1
consensus

logo

NTDB id 36301 SMI RS01700 WP 001291304.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1
NTDB id 328 STU RS16110 WP 002951426.1
NTDB id 296 STER RS06910 WP 011681415.1
consensus

logo

NTDB id 36301 SMI RS01700 WP 001291304.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1
NTDB id 328 STU RS16110 WP 002951426.1
NTDB id 296 STER RS06910 WP 011681415.1
consensus

logo

NTDB id 36301 SMI RS01700 WP 001291304.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1
NTDB id 328 STU RS16110 WP 002951426.1
NTDB id 296 STER RS06910 WP 011681415.1
consensus

LD PR T 0 TR | LTS A ik

MBEKLVE KD EISFGEGHKKFVAV NANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNG IIF GNKINGISSS |3 LW\ L
MPEKLVEVKDVEISFGEGHKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGRILSHSEKNDL
MPEKLVEVKDVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSEKNDL
MPEKLVEVK VEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSEKNDL

DA 5

IRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD
IRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD

A AL ALLRRREL LIVLE DOV ORAT VAR S

IJVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKG|IVEVAETEEL NNPIHPYT
LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP

LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP
LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP)

LA RSE Ve o Tl

IPDPILERKKVLKVYDPSJQHDY|¥\DKPEMVE RPGH VW N[AEIE TRYQKGLN 308
IPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKAEIETYRKEQSK 309
309
IPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309

K non conserved
B similar

> 50% conserved
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170
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255
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