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SSSPSQSKRKRSRTALVATLTRNTEYFSPFGNKLVAQGSGHYVDNATEQLMRQAL IVEQSVKRKSTGRPSLPTEEVLEKAS IVTGQREQLSPELLRQYKKNQQLFELK

NTDB id 362998 FD723 RS21725 WP 179067209.1 .MNSSPQRRSTALTTRTEFSPFGNKLVQSGYVNTEQMRQALIESRKSGRPLTEVLESITGQQLSPELLRQYKKQQLFELK 79
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
consensus * !!* **! !* ! !!!!!!!!! !*! !!*!!!!* *!*!!*!*! ! *!! !!!!!!!!!!!*!!!!!!

logo

I
VLYGVDEFSLVDPEVANPS IVAGNTQTMQMAGENL I EGRTFLFIP I

LDI
TCRRFHKRFLLVPLASKQHQEDGQDTPPSVLVAMVADPDNLAEAQSDDELNR I LRPVKQGFLAELQR

NTDB id 362998 FD723 RS21725 WP 179067209.1 ILYGVEFLDPEVNSVGNTMMGNLIETLIPIDICRRHRLVPLSKHEDQTPPSVLVAMVAPDNLEASDDLNRILRPQGLALQ 159
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE.GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELR 159
consensus *!!!!* *!!!! *** !* !! !*! !!!** *!! *!* !!!!!!!!! !!!! ! !*!!!!!!* ! !

logo RLMVI
VTQDEDFYNQQL ILENQYLYADEIMRAEEVKWEAAQEKHKLRDEQEKRAFLDTDKI

LNDQDLLTDE I
N
L
VGNS ILDLMNSDLAGEPDEEKEMDEAVDLNAGALADMSKNDGAENDQAPVINLVNKR

NTDB id 362998 FD723 RS21725 WP 179067209.1 RMVITQEDYQQLINQYLDEMAVK...QKHLEQEK.FTDINQDLENLGNLDLSDAPEEMEADLGAAMKGAEDAPVINLVNR 235
NTDB id 1410 SGL RS13950 WP 010873519.1 RLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNK 239
consensus !*!*!!*!**!!* !! ***! * *!!** *! * *! *!* *** * ! * ! !!!!!!!!*

logo I LAKALHQEGTVSDIHI
VEPQEENTLR IRFRKDGVLKNEQAFDPLPKRKI ITPAVTVARFKI IMASDNLMDIAERRLSPQDGKR IRR I
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NTDB id 362998 FD723 RS21725 WP 179067209.1 ILAKALHEGVSDIHIEPQEENLRIRFRKDGVLKEAFDPLPKKIIPAVTARFKIISNLDIAERRLPQDGRIRRLFEGRKVD 315
NTDB id 1410 SGL RS13950 WP 010873519.1 ILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVD 319
consensus !!!!!!*!! !!!!*!!!!! !!!!!!!!!!! !!!!!!*!! !!! !!!!!* *!!!!!! !!!!*!!!** !!!!!

logo FRVNTLPSRYGEKVCVLR I LDNSASTQLGLDFKL ITDNPETLHQI
TVQRDELMAVASRPFYGL IMLVTGPTGSGKSTTSTLYSAVLASEKRNDSPEGI

VNI
NTDB id 362998 FD723 RS21725 WP 179067209.1 FRVNTLPSRYGEKVVLRILDNSSTQLGLDKLITDPETLHIVQDMVSRPFGLILVTGPTGSGKTTSLYSALSEKNDPGINI 395
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
consensus !!!!!!!!!!!!!!*!!!!!!! !!!!!! !!! !!!!* ! ** !!*!!*!!!!!!!!!!*!*!!! ! !*! ! *!!

logo

N
STAVEDP I EYASLPGITQVQVIREKGLMDFASNTAI LRAFLMRQDPDVI

LLVGETRDKETAKTAI EAALTGHLVLTTLHTNDAAPGAIA
NTDB id 362998 FD723 RS21725 WP 179067209.1 STVEDPIEYSLPGITQVQVIREKGLDFATALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIA 475
NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
consensus ! !!!!!! !!!!!!!!!!!!!!*!! !!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!

logo RLDGEMGI
VEPFMVSGSSL ILGVLAQRLMVRKRVCSTECR IAPYHTPSTKTEELASRFYGLSASGSDEVGVVTFYKANSTLSTLPDAE IAHELAKRAQKGNNQLCPQ

NTDB id 362998 FD723 RS21725 WP 179067209.1 RLGEMGIEPFMVSSSLIGVLAQRLVRRVCSECRIPYTPTTEELARYGLSASSDVGVTFYKANTLTLDAIAEAKAKNQLCP 555
NTDB id 1410 SGL RS13950 WP 010873519.1 RLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQ 559
consensus !! !!!*!!!!!! !!*!!!!!!!*!*!!*!!!!*!*!* !!! !*!!!!! ! !!!!!!!*!**! !* !* ! *!!*



logo KCNSGGSGYKGRCVGVYEVMRNVSTENR I
L
A
Q
E
TL INEQDGAPTTDER IKDECVAI

VEEGMI
KTLLAYSLDNLVQRELGSYTTLEEVERVTFTDTGLEASELM

NTDB id 362998 FD723 RS21725 WP 179067209.1 KCNGGGYKGRCGVYEVMRVTENLQTLINEDAPTERIKEVAIEEGMKTLLAYSLDLVRLGSTTLEEVERVTFTDTGLEAEL 635
NTDB id 1410 SGL RS13950 WP 010873519.1 KCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEM 639
consensus !! ! !!!!!*!!!!!!! *! * !!! !*!*!!!**!*!!!! !!!!!!! !! ! !!!!!!!!!!!!!!!!! !*

logo

K
RAKRKSTAGLTCRSTCAQAETLKQQEWLDCPYCMTASRFS

NTDB id 362998 FD723 RS21725 WP 179067209.1 KAKRKTGLTCRSCQATLKQEWLDCPYCMTARF. 667
NTDB id 1410 SGL RS13950 WP 010873519.1 RAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
consensus *!!!!**!!!!*! ! ! !!!!!!!!!!! !!*
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