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NTDB id 362665 FD735 RS08460 WP 139658962.1 MKKLAKRITGKEWGMIVLTILFTCFSVYLELEVPTYISQITELLGTSGTQLGELWSPAAKMIGLSLLAFFSSVMVGFFAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !* !!* *!!!!!**!* ! ! !***! ! !*!*!! !! ! !! ** !* !!* ! !! !*!!! !
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NTDB id 362665 FD735 RS08460 WP 139658962.1 RVAASYTTHLRTDVFHRVLDFSQTEIKRFSIPSLLTRTTNDITQVQMLFTMGLQVVTRGPIMAIWAIGKILGKSEYWLWA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! !!!*!!*!!*!*!*!!*!*! !!!*!!!!!!!!!!!!!*!!*!** !!*!!!!!!!!!!*!!* !! !!!* ! !

logo VGVVAVI
L
I
V
N
V
F
V
I
LML

T
S
TVLMF

T
L
VAFPKRQRSQVI

VQKSLTDAKLNS ITTRESLTGI
VRVVRAYNAEDYQDKTKFEKARAENDKENLVTKRLNLFLVNYRLMAS IL

NTDB id 362665 FD735 RS08460 WP 139658962.1 VVVAVIVNVLMTTVLMTLAFPKQSVIQKLTDKLNSITRESLTGIRVVRAYNAEDYQDKKFEAANDEVTRLNLFVNRLMAI 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus ! !!!** *! *!!! *!!!*! *! !!! !!! !!!!!!!*!!!!!!!!!!!!! !! ! *!*!!! ! !!! *
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NTDB id 362665 FD735 RS08460 WP 139658962.1 MNPIMMAISSGLSLAIYWIGAYIINDAS............LTERLPLFSDMVVFMSYAMQVVMGFLLMGALFIVLPRTLV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus !!!*! *!!!!*!!!!!!!!!**!! ************* *!***!!!!!!! !!!!!!!*!!**! !*!!*!!! !!

logo SAGKR INEQVLADLHNSS IVEHFNKPESHYAQSKTADNPASRVKQGEQVEFHRDVSTFRYSKNSERAVI
VEHVSTFKSAEKAGEQTVAF IGSTGSGKSTLVNL ILP

NTDB id 362665 FD735 RS08460 WP 139658962.1 SAGRINQVLDLHSSIENPSHAQTADPSVQGQVEFRDVTFRYSKNSEAVVEHVTFKAEAGQTVAFIGSTGSGKSTLVNLLP 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEY.SKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIP 399
consensus !! !!! !! !*!!** * ** !!* ! !!!*!!*!!!!!!! !!*!!!*! ! !! !!!!!!!!!!!!!!!!!!*!
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NTDB id 362665 FD735 RS08460 WP 139658962.1 RFYDVSDGQILVDGVNVQDYNLEDLRNKVGYIPQKAVLFSGNVKGNLDFGKSKESPLSEAAMWQALELAQSKSFIEDKEA 468
NTDB id 369 SMU RS04255 WP 002263293.1 RFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEK 479
consensus !!!! **! ! *!!* !!!! **!! !!!!!!!!*!!!!!! ** !* !! ! !! *! *! !!!!!! ! !*!*!!
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VLRNQDELAEKKTKESMTKL IVAQR I STIMDADHL I

NTDB id 362665 FD735 RS08460 WP 139658962.1 GLASEVAQGGTNFSGGQRQRLAIARALARKLEILIFDDSFSALDYKTDRVLRQELAEKTKSMTKLIVAQRISTIMDADLI 548
NTDB id 369 SMU RS04255 WP 002263293.1 GLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHI 559
consensus !! *!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!**!! !!! !!!!!!!!!!!!!!!!!*!



logo LVLDQGKVVGQGTHKELLANTNDE I
VYQE IAYSQLSKEELEHNGK

NTDB id 362665 FD735 RS08460 WP 139658962.1 LVLDQGKVVGQGTHKELLATNEVYQEIAYSQLSKEELEHGK 589
NTDB id 369 SMU RS04255 WP 002263293.1 LVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!!!!!!!!!!!!!!!!! !**!!!!!!!!!!!!!!!*!!
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