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NTDB id 1021 ACIAD RS00975 WP 004930462.1 MITILSSHHYHTIKVWYVLQHSLSGFKKLIHYFGDCETALQPQRLSDWQKLGLHANHLKRLEEVHTLQGQQQFEKMLAQL 80
NTDB id 599 KW2 RS05940 WP 021037268.1 .....MITNFD.LFRWKKAGMTNLGVNKLLKFFRKYDRKISLRQMGQVAQVKSIPNFIEQYKNQDV.......KKLRADY 67
NTDB id 407 SMU RS04605 WP 002262865.1 ......MDNFQ.LFKLKKAGLTNLNILNIIDYEERTQKSLSLRDMAVVSKNKKPLIFMEHYKNLDS.......KALRKEF 66
NTDB id 362650 FD735 RS05840 WP 139658720.1 ....MKITNYE.IYKLRKAGLSNQQILTVLEYDETVDQELLLGDIAELSGCRNPAVFMERYFQIDD.......AQLEKEF 68
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ....MKITNYE.IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD.......AHLEKEF 68
NTDB id 497 SM12261 RS05565 WP 000705318.1 ....MKITNYE.IYKLKKSGLTNQQVLAVLEYGENVDQELLLGDIAEISGCRNPAVFMERYFQIDD.......AHLEKEF 68
NTDB id 267 KZH43 RS05590 WP 000705306.1 ....MKITNYE.IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD.......AHLSKEF 68
NTDB id 226 SPD RS05990 WP 000705306.1 ....MKITNYE.IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD.......AHLSKEF 68
NTDB id 192 SPR RS05715 WP 000705306.1 ....MKITNYE.IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD.......AHLSKEF 68
NTDB id 157 SP RS06205 WP 000705306.1 ....MKITNYE.IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD.......AHLSKEF 68
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 QTHTDFIVTPDDPAYPSQLIPYQDRPPILFGQGSIQSLIQPQIAVVGSRKPSPHGRQVAYDFSYFLSEKGFYITSGLAHG 160
NTDB id 599 KW2 RS05940 WP 021037268.1 KKFSSF..SILDDLYPERLREIYNPPVLIFYQGNIDLLKNPKLAFVGSRLAGQSGIKSVQKIVT.ELNQSFTIVSGLAKG 144
NTDB id 407 SMU RS04605 WP 002262865.1 NRFPSL..SILDKEYPLELKNIYNPPVLLFYQGDLDLLARPKLAVVGSRNASQMGVAAVKKIIQ.DLSKQFVIISGLARG 143
NTDB id 362650 FD735 RS05840 WP 139658720.1 QKFPSF..SILDDCYPWDLSEIYDPPALLFYKGNLDLLKFPKVALVGSRSCSNQGAKSVQKVIQ.GLENELIVVSGLAKG 145
NTDB id 525 SMSK321 RS06295 WP 000705298.1 KKIPSF..SILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRSCSKQGAKSVEKIIQ.GLENELVIVSGLAKG 145
NTDB id 497 SM12261 RS05565 WP 000705318.1 QKFPSF..SILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKG 145
NTDB id 267 KZH43 RS05590 WP 000705306.1 QKFPSF..SILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKG 145
NTDB id 226 SPD RS05990 WP 000705306.1 QKFPSF..SILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKG 145
NTDB id 192 SPR RS05715 WP 000705306.1 QKFPSF..SILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKG 145
NTDB id 157 SP RS06205 WP 000705306.1 QKFPSF..SILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKG 145
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 IDEAAHQGSLVH.HRAIAVVGTGLDLCYPSGNKALKQHIRDQGGAIVSEFLPGTPPLQAHFPRRNRIVSGLSLGVLVVEA 239
NTDB id 599 KW2 RS05940 WP 021037268.1 IDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAK.YQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVVVEA 223
NTDB id 407 SMU RS04605 WP 002262865.1 IDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAK.NHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMVAEA 222
NTDB id 362650 FD735 RS05840 WP 139658720.1 IDTAAHMAALQNGGRTIAVIGTGLDVFYPRANKRLQEHIGN.HHLVLSEYGPGEEPLKFHFPARNRIIAGLCRGVIVAEA 224
NTDB id 525 SMSK321 RS06295 WP 000705298.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISN.DHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA 224
NTDB id 497 SM12261 RS05565 WP 000705318.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA 224
NTDB id 267 KZH43 RS05590 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA 224
NTDB id 226 SPD RS05990 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA 224
NTDB id 192 SPR RS05715 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA 224
NTDB id 157 SP RS06205 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA 224
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