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NTDB id 1021 ACIAD RS00975 WP 004930462.1

NTDB id 599 KW2 RS05940 WP 021037268.1

NTDB id 407 SMU RS04605 WP 002262865.1 .

NTDB id 362650 FD735 RS05840 WP 139658720.1 NIYKL K GL NQQILWVLEYBEWVDQELLLGDIA SGCRNPAVFMERYFQIDD

NTDB id 525 SMSK321 RS06295 WP 000705298.1 NIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD

NTDB id 497 SM12261 RS05565 WP 000705318.1 NIYKLKKSGLTNQQ LVLEYGENVDQELLLGDIA ISGCRNPAVFMERYFQIDD

NTDB id 267 KZH43 RS05590 WP 000705306.1 NIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD

NTDB id 226 SPD RS05990 WP 000705306.1 NIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD

NTDB id 192 SPR RS05715 WP 000705306.1 NIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD

NTDB id 157 SP RS06205 WP 000705306.1 NIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDD
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 Q

NTDB id 599 KW2 RS05940 WP 021037268.1

NTDB id 407 SMU RS04605 WP 002262865.1

NTDB id 362650 FD735 RS05840 WP 139658720.1 - .

NTDB id 525 SMSK321 RS06295 WP 000705298.1 MNSTILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSR CSKQGAKSVEK IQR

NTDB id 497 SM12261 RS05565 WP 000705318.1 MNSTILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQR

NTDB id 267 KZH43 RS05590 WP 000705306.1 MNSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQR

NTDB id 226 SPD RS05990 WP 000705306.1 MNSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQR

NTDB id 192 SPR RS05715 WP 000705306.1 MNSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQR

NTDB id 157 SP RS06205 WP 000705306.1 MNS I LDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQR
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NTDB id 1021 ACIAD RS00975 WP 004930462.1

NTDB id 599 KW2 RS05940 WP 021037268.1 .

NTDB id 407 SMU RS04605 WP 002262865.1 IDTAAHIRA LGGTIAVIGTGLDV.YPKN RLQDYI K

NTDB id 362650 FD735 RS05840 WP 139658720.1 [EEAW.VN:AUV W NHAMNCIeIRN SV A ANCHNe NOATANAIRY V1NN IGNHLVLSEYGPGE PLKFHFPARNRITAGLCRGVIVAEA

NTDB id 525 SMSK321 RS06295 WP 000705298.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYINDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA

NTDB id 497 SM12261 RS05565 WP 000705318.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNEDHLVLSEYGPGEQPLKFHFPARNRITIAGLCRGVIVAEA

NTDB id 267 KZH43 RS05590 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNEDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA

NTDB id 226 SPD RS05990 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNWDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA

NTDB id 192 SPR RS05715 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLOQDYIGNEDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA

NTDB id 157 SP RS06205 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNWDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA
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