
logo MKQSTLQLRLVSQHLALTPQLQQS IRLLQLSTI
LELHQQELVEQAI LSTDENPLMLEREVDNDEPWLDHTSAVR I

L
G
LADGAS IVNTAPGLNQGSSASADTAPALPETAE

NTDB id 362406 FAY22 RS20880 WP 146332722.1 MKQTLQLRVSQHLALTPQLQQSIRLLQLSTLELHQELEQILSDNPMLERVDDPLDHSVRLLADGAITPGNGSADTAAPEA 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!*!!!!*!!!!!!!!!!!!!!!!!!!!!*!!*!!*!! !**!!*!!! **!!*! !* !!! * * * ! !* !

logo SAPPAPAASDNGADHADETAGEAGGSFYDENSGPPSDEFGDGESADAYGSSTAEERGSDEWSFLDDFVARKTPSKQASDPEDDDRAPRMPQLERAEAHEPTTLQREFHLLMEQLMARPVLTKVHLSPQR
NTDB id 362406 FAY22 RS20880 WP 146332722.1 SAPAASD......EGEGGFDSPPEGGEAASSAEGEWSFDDVARTSKAPEDDDARPQLEAHETTLREHLLEQMRVTVHSQR 154
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus !*!*! ****** *!* ** *** * *!! !! !! * *!!! !**!! *!*! !!*!*!!* * *!*!

logo DKRAGLVEI FL IL IDEASLDDENGYLETEGPSLDEE IHLADRLPAELE I
VELDEELQAVALKRLML

VQSFDEPAGI
VGARNSAASECLATI

LQI
L
A
QRFLDPKSPVPLVATKRPR

NTDB id 362406 FAY22 RS20880 WP 146332722.1 DRALVELIIDALDDNGYLEEPLEEIHARLPAELEIELEELQVALKLVQSFEPAGVGARNASECLAIQIARFPKVPLVTRR 234
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSP...AKP 237
consensus !**!! *!* !!! !!! *!*!!*! !!!!!!*!!*!!! !!***!!!*!!!*!!! ! !!! *!* ! * **** **

logo

L
RALETIVENNQHLAELFLAAQRDFYNTKRLKKALDSCVDDEGDELKRAEAHAELVIRRSCLANPFHPGAHAMFAGRSADAEASDFYVVPDVI

VVKRKATAKANGWMQAVMQLNHPDVM
NTDB id 362406 FAY22 RS20880 WP 146332722.1 RALEIVENHLALFAQRDFNKLKKALDCDDEDLREAHAVIRRCNPHPGAMFASDASDYVVPDVIVKKAKNGWQVMLNHDVM 314
NTDB id 1425 RS RS02020 WP 011000369.1 LALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVM 317
consensus !! !! *!! ! ! !!* *!!!!! *!! *!* !! *!! * !*!!* !* !*!!!!!*!*! !! !! !!!

logo PRLR I
VNADLMYANQI LKRQSSKRGEGSGAANSLQTAQKQLQEAKRWL IKNI

M
Q
RQRFDTI LRVASQAIVDERQKRNSFFSTHGAE I

VAMRPLVLRE IADTL
NTDB id 362406 FAY22 RS20880 WP 146332722.1 PRLRVNALYANILKQSKGEG...SLTAQLQEAKWLIKNMRQRFDTILRVAQAIVDRQRNFFSHGAVAMRPLVLREIADTL 391
NTDB id 1425 RS RS02020 WP 011000369.1 PRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTL 397
consensus !!!!*! *!!*!!* !*!! *** ! !!!!*!!!!!* !!!!!!!!! !!!!*!!* !!*!! *!!!!!!!!!!!!!!

logo GLHESTI SRVTTNQKYMALTPHMGMTFELKYFFGSHVASTEATGGAEASSTAIRAL IKQL IVGAEDPKNPFLSDSKR IADELMLGEQGFMVVA
NTDB id 362406 FAY22 RS20880 WP 146332722.1 GLHESTISRVTTQKYMLTPHGMFELKYFFGSHVATEAGGEASSTAIRALIKQLIGAEDPKNPFSDSKIADMLGEQGMVVA 471
NTDB id 1425 RS RS02020 WP 011000369.1 GLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVA 477
consensus !!!!!!!!!!!!*!!! !!*! !!!!!!!!!!! !! !! !!!!!!!!!!!!!*!!!!!!!! !!!*!!**!!!!! !!!

logo RRTVAKYREALKIPAPVNLRKSL
NTDB id 362406 FAY22 RS20880 WP 146332722.1 RRTVAKYREALKIPPVNLRKSL 493
NTDB id 1425 RS RS02020 WP 011000369.1 RRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!*!!!!!!!



X non conserved
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X ≥ 50% conserved


