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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 362399 FAY22 RS13630 WP 146330713.1 ..MTAPRILVVDDEADLRELLEITLVRMGLDVDCADCLAAARAHLARHEYALVLTDMRLPDGLGIELVREVTAACKSTPI 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVD...NKNQNYQGFIGSSQTMQAVYRTIDS 148
NTDB id 362399 FAY22 RS13630 WP 146330713.1 AVITAFGSADNAVAALKAGAFDYLSKPVGLDQLRLMVQSALRMHKTEDDSHDAGAQHAAHASRLIGQSAAMQDLRAQIAR 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EA....EEAPVDNRLLGESPPMRALRNQIGK 151
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTT....ENALENKLLIGRSLPIQQLRIAIKK 156
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VNCAGAIPEKSTADEL IMEASEFLFGYHRVKRKGASFTGAAINTDEQTEDKRDQGAFLAIFELQSAADHNSGGSTL
NTDB id 1157 A1552VC RS03895 WP 001888250.1 AASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTL 228
NTDB id 362399 FAY22 RS13630 WP 146330713.1 LARSMAPVAITGESGSGKELAARDIHAHSARADKPFIAVNCGAIPEALMEAEFFGYRRGAFTGANDDRDGFFQAANGGTL 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTL 231
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSL 236
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 FLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGD 308
NTDB id 362399 FAY22 RS13630 WP 146330713.1 MLDEVADLPLPMQVKLLRAIQERRVRKVGATLEEPVDVRLVSATHQNLAECVEKGQFRQDLFYRLNVIELRLPPLRERLD 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 FLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERRE 311
NTDB id 1045 H0N27 RS16330 WP 168727019.1 FLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGE 316
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 DVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLN..QMSAPINR 386
NTDB id 362399 FAY22 RS13630 WP 146330713.1 DIGLLADVILERLAPGG...KAVLTPQALAALRSYSFPGNVRELENILERALAFANDGTIEVADLALKAVAPAPQIPLAQ 395
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS...... 385
NTDB id 1045 H0N27 RS16330 WP 168727019.1 DVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFAS 396
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ALPLAHENKVSVH.......................EIFPLW..MTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKL 441
NTDB id 362399 FAY22 RS13630 WP 146330713.1 PVPQLPQEEASVASPAEQADPPAPQTRTEDDDGELPHSLPDHLDNVEREIIRRALEKTHFNRTQAAELLGISFRQLRYRM 475
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ......................QEGA....ASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRL 439
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AAQSIQT...TVA.........APQA....VKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRL 460
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 QTWNEKVKEKEKER 455
NTDB id 362399 FAY22 RS13630 WP 146330713.1 QRLSIHEPDS.... 485
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KKLGID........ 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 KKFGLDTETEQEV. 473
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