
logo MQKKKI SLLKFAATLVVSLAGALSALSGACATQGLTALVPDEKKDVADQEITKQDWPSAVAEKLYSAEARQDELSNSGSNYETKRAI
V
Q
K
Y
L
F
YEKI LESRYFPFTGSTRYHARQQASQMLED

NTDB id 362390 FAY22 RS06075 WP 146329380.1 MQKKSLKFAALVLAASLSGC...GLLPEKVDETKDWPAAKLYSEARDELSSGNYEKAIQYFEKLESRYPFGTYAQQAQME 77
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKILL...TVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLD 77
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKILL...TVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLD 77
consensus !*!**! ***!***!!*!***!********!*!!***!!!*!!*!!!*!*!!**!****!*!!!!*!****!*!*!**

logo

I
TAYANYYRKQDGDDEQKADQKALAAVIDERF IRKRLHPNQHPNVMDYMAYLYLRGL IVNLFNDENDTQGSFFLDNFKLSAKSQDPWSEDRDPKAANHREAFYDQSAFKAQELAVEQRF

NTDB id 362390 FAY22 RS06075 WP 146329380.1 IAYANYRQGDQAQALAAVERFIKLHPNHPNVDYMYYLRGLINFNDNTGFFDFLSKQDPSERDPKAAHEAFDSFKQLAERF 157
NTDB id 1102 NMB RS03635 WP 002244053.1 TAYAYYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRF 157
NTDB id 1106 NGFG RS01495 WP 003687645.1 TAYAYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRF 157
consensus *!!!*!*******!!!!**!!**!!!*!!!*!!**!!!!!**!!****!***!**!!*!*!!!!!**!!***!**!**!!

logo PDNSKYAKADAI
TARMKVYKLVNDAMLAGRGHNEVMHSVASRYYYMRKRGAYVIAAANRAKQVKAIVINGESYRQDNATPRVYI

VEEASLTAIMLVEKLSAYDKAKLGDLKTPDQRLRADADT
NTDB id 362390 FAY22 RS06075 WP 146329380.1 PDSKYAKDAIARMKYLVNAMARHEVHVASYYYRRGAYVAAANRAQVAVNEYRDAPVIEEALTIMVKSYDALGLTDLRDDT 237
NTDB id 1102 NMB RS03635 WP 002244053.1 PNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADT 237
NTDB id 1106 NGFG RS01495 WP 003687645.1 PNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADT 237
consensus !*!!!!*!!*!!!**!!*!****!**!!*!!**!!!!*!!!!!!******!******!!*!*!****!**!*** !**!!

logo

E
RRVLKEATNFPNKSAPFFLTKGHQAPTVWQRAPSQDSDGMPWWKR I

YWH
NTDB id 362390 FAY22 RS06075 WP 146329380.1 ERVLKANFPNSAFFKGTV.AQSGPWWKIW. 265
NTDB id 1102 NMB RS03635 WP 002244053.1 RRVLETNFPKSPFLKQPWRSDDMPWWRYWH 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 RRVLETNFPKSPFLTHAWQPDDMPWWRYWH 267
consensus *!!!**!!!*!*!** * ***!!!**!*

X non conserved

X similar

X ≥ 50% conserved


