
logo MKKYE I
QI FKEKLEEHDI LTKSGHIYQAMGDYLPPTEMNELSTQTYAHMSSRDTI

VRKALQSLLATEKAGFL IKQKTI
V
H
QGRSGSQI

V IKHREQR IDNFPVSQLTSYKQEL
NTDB id 36218 GALLO RS11145 WP 009855151.1 MKKYEQIFKELEHDITSGIYQAGDYLPTENELTQTYHMSRDTIRKALSLLAEAGLIQKIHGSGSQVIKHEQIDFPVSQLTSYKEL 85
NTDB id 440 SMU RS09330 WP 002273717.1 MKKYEIIFKKLEEDILKGHYQMGDYLPPEMELSQTYASSRDTVRKALQLLTKAGFIKTVQGRGSQIIKRERINFPVSQLTSYQEL 85
consensus !!!!! !!! !!*!! !*!! !!!!!*! !!*!!!* !!!!*!!!! !! !! ! **! !!!*!!*! ! !!!!!!!!! !!

logo VDKAQHLHQI
MNSVKTNVIA IDKL IVDEKLATAKLTGFEKKNKNGNLVWR I ITRQRVI

VDGTVAS IVLDI
TDYLDKAKI

L
I
VPHNMTRE IAEHQS IYDYLENQLHKLDI

NTDB id 36218 GALLO RS11145 WP 009855151.1 VDAHHINSKTNVIAIDKLIVDEKLAALTGFKKNNLVWRIIRQRVVDGTASVLDIDYLDKKIVPNMTREIAEQSIYDYLENQLHLI 170
NTDB id 440 SMU RS09330 WP 002273717.1 VKQLQMNVKTNVIAIDKLIVDEKLTKLTGFENKGLVWRITRQRVIDGVASILDTDYLDKALIPHMTREIAEHSIYDYLENQLKLD 170
consensus ! ***! !!!!!!!!!!!!!!!! !!!! !!!!! !!!!*!! !!*!! !!!!! **!*!!!!!!!*!!!!!!!!!!*!

logo IAYAQKEI IT IDQLVSTDQKRDKI
LLLDI

L
D
G
A
SEHNHVVSVKSKVYLASNKQHQQFQFTESRHKLEKFRFVDFARTRHKPRDQ

NTDB id 36218 GALLO RS11145 WP 009855151.1 IAYAQKEITIDQLTDRDKLLLDIGAEHHVVSVKSKVYLANKHQFQFTESRHKLEKFRFVDFATRKPQ 237
NTDB id 440 SMU RS09330 WP 002273717.1 IAYAQKIITIDQVSQKDKILLDLDSENHVVSVKSKVYLSNQQQFQFTESRHKLEKFRFVDFARRHRD 237
consensus !!!!!! !!!!!** *!!*!!!* !*!!!!!!!!!!! ! *!!!!!!!!!!!!!!!!!!!! !**

X non conserved

X similar

X ≥ 50% conserved


