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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGD..READFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 362067 FDQ92 RS09355 WP 137424449.1 .MAGTVNKVILIGRLGSDPNLRYTTGGTAVVQLSVATNDRVPAG.EGNWEEKTEWHRVVVFGKNAENCANYLAKGRLVYV 78
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVV....DNFSLLESRTTTEQ....RQGDGASQNFNSNQSNGSQQSGFTSPQQTGNAPA 145
NTDB id 362067 FDQ92 RS09355 WP 137424449.1 EGRLQTRQWEDNQGVRRYTTEIVA....REVGFLGGAGDSA.......GSGAAKA...PQ.............GPPK... 128
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQE............AYQRPAQQSRQPA 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQE............AYQRPAQQSRQPA 140
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGGM...NV...PAQ....QGSWGQPQQPAK... 146
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG.DFGGNQGSGWNQA...PAQTNYNQGGYSDNYAQNN... 147
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NTDB id 624 LCA RS00040 WP 011373726.1 ANNT.........QADPFANNGQAIDISDDDLPF 170
NTDB id 362067 FDQ92 RS09355 WP 137424449.1 ....SATGQRSAAPQQSPEELPEMSGPPDDDIPF 158
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .QHQ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .NFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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