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NTDB id 362025 FBB35 RS02455 WP 174708329.1 MAKPKTFFTCNECGAESPQWFGKCPACGTYNSLEEQISIQSSVDVPSRGGVSSWQSAQSNGKSHSKPAKARASLTFDQIT 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRR....AAFSHSV....QTVQK......PSPITSIE 66
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VSLTGE.......KTK......PMKLAEVT 63
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VSLTGE.......KTK......PMKLAEVT 63
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VSLTGE.......KTK......PMKLAEVT 63
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VSLTGE.......KTK......PMKLAEVT 63
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VSLTGE.......KTK......PMKLAEVT 63
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VSLTGE.......KTK......PMKLAEVT 63
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NTDB id 362025 FBB35 RS02455 WP 174708329.1 DRQIARWESGYGELDRVLGGGVVPGSMVLIGGDPGIGKSTLLLQVSNQLAQK.YRILYVTGEESGQQVKLRASRLGVSKP 159
NTDB id 125 BSU 00870 NP 387968.1 TSEEPRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINN. 145
NTDB id 537 SMSK321 RS07120 WP 080550752.1 SINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID. 141
NTDB id 279 KZH43 RS00140 WP 074017595.1 SINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID. 141
NTDB id 238 SPD RS00140 WP 074017595.1 SINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID. 141
NTDB id 204 SPR RS00140 WP 074017595.1 SINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID. 141
NTDB id 169 SP RS00155 WP 074017595.1 SINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID. 141
NTDB id 509 SM12261 RS00130 WP 078228442.1 SINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID. 141
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NTDB id 362025 FBB35 RS02455 WP 174708329.1 LSVVNEGKLEVIVDPTLPIEVVDSTLPIDPDSIGADLYVLPETDLEEILREIDSLKPNVAVIDSIQTVFFPALTSAPGSV 239
NTDB id 125 BSU 00870 NP 387968.1 ..................................PSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSV 191
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ..................................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSV 187
NTDB id 279 KZH43 RS00140 WP 074017595.1 ..................................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSV 187
NTDB id 238 SPD RS00140 WP 074017595.1 ..................................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSV 187
NTDB id 204 SPR RS00140 WP 074017595.1 ..................................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSV 187
NTDB id 169 SP RS00155 WP 074017595.1 ..................................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSV 187
NTDB id 509 SM12261 RS00130 WP 078228442.1 ..................................SEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSV 187
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NTDB id 362025 FBB35 RS02455 WP 174708329.1 AQVRECTAALMKVAKHEDVTMLIVGHVTKEGAIAGPKVLEHLVDTVLYFEGDRFASHRLLRTVKNRFGATHEIGIFEMVT 319
NTDB id 125 BSU 00870 NP 387968.1 SQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMRE 271
NTDB id 537 SMSK321 RS07120 WP 080550752.1 SQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQS 267
NTDB id 279 KZH43 RS00140 WP 074017595.1 SQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQS 267
NTDB id 238 SPD RS00140 WP 074017595.1 SQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQS 267
NTDB id 204 SPR RS00140 WP 074017595.1 SQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQS 267
NTDB id 169 SP RS00155 WP 074017595.1 SQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQS 267
NTDB id 509 SM12261 RS00130 WP 078228442.1 SQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQS 267
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NTDB id 362025 FBB35 RS02455 WP 174708329.1 DGLREVSNPSELFLGNRDDPAPGTAIVVACEGTRPIVVELQALVSPTSYPSPRRAGTGVDYNRLVQILAVLEKRVGIPMS 399
NTDB id 125 BSU 00870 NP 387968.1 EGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQ 351
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQ 347
NTDB id 279 KZH43 RS00140 WP 074017595.1 GGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQ 347
NTDB id 238 SPD RS00140 WP 074017595.1 GGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQ 347
NTDB id 204 SPR RS00140 WP 074017595.1 GGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQ 347
NTDB id 169 SP RS00155 WP 074017595.1 GGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQ 347
NTDB id 509 SM12261 RS00130 WP 078228442.1 GGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQ 347
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NTDB id 362025 FBB35 RS02455 WP 174708329.1 KLDSYVASAGGLNVEEPAVDLGIAIAIVASFRDRIVDPGTVLIGEVGLGGQVRSVSQMELRLKEAAKLGFKRAIVPKGTK 479
NTDB id 125 BSU 00870 NP 387968.1 NQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANL 431
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSL 427
NTDB id 279 KZH43 RS00140 WP 074017595.1 NQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSL 427
NTDB id 238 SPD RS00140 WP 074017595.1 NQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSL 427
NTDB id 204 SPR RS00140 WP 074017595.1 NQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSL 427
NTDB id 169 SP RS00155 WP 074017595.1 NQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSL 427
NTDB id 509 SM12261 RS00130 WP 078228442.1 NQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSL 427
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NTDB id 362025 FBB35 RS02455 WP 174708329.1 FPD...LNIEILPVSKVIDAIIAAIPHQELTADDLEPDEDE 517
NTDB id 125 BSU 00870 NP 387968.1 DGWTKPKGIEVIGVANVAEALRTSLGG.............. 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TGITPPMEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 TGITLPKEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 238 SPD RS00140 WP 074017595.1 TGITLPKEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 204 SPR RS00140 WP 074017595.1 TGITLPKEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 169 SP RS00155 WP 074017595.1 TGITLPKEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 TGITPPKEIQVIGVTTIQEVLKKVFA............... 453
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